OunarHocT. ueHTp

Hawa ueHa nocne

HanmeHoBsaHue Lleta (py6.) |cknakm 20%
HLA-TunupoBaHue n peayc-thakrop
3314GR Pe3syc-cakTop nnoaa. BuisieneHne rena RHD nnopa B kpoBu
matepu (RHD gene of the fetus in the mother's blood) 6,390 5112
720763 Onpepaenenue reHoTuna pesyc-caktopa (6e3 3aknoveHus
Bpaya-reHeTuKa) 8,490 6792
7207TP®| Onpeaenexue reHoTuna pesyc-aktopa 9,490 7592
7821RH OnpepeneHue pesyc-cakTopa 4,490 3592
7831HL TunupoaHue reHos cuctembl HLA |l knacca (DRB1, DQA1,
DQB1) 5,100 4080
AneHoBMpycHas NHdeKUMs
241 AnTuTena knacca IgG k AgeHosupycy (anti-Adenovirus 1gG) 730 584
242 AnTuTena knacca IgA k AneHosupycy (anti-Adenovirus IgA) 730 584
AnnepreHbl UBOTHOTO MPONCXOXKAEHNS
CBWHKK, 3NUTENUIA Kponuka, XoMsika, Kpbicbl, Mbilim). Animal Panel
EP70: E6 Guinea Pig Epithelium 1,750 1400
MonbiHb 0BLIKHOBEHHAs, Mapb 6enasi, MOAOPOXHMK, YEPTOMOMOX
pycckuin (WP1; Common Ragweed, Mugwo 1,750 1400
605 Kowka (E1, Cat Dander-Epithelium) 630 504
606 Cobaka (E2, Dog Epithelium) 630 504
620 TapakaH (16, Cockroach) 630 504
640 Tonons, IgE (Poplar, T14) 630 504
656 TumodeeBka nbinbLa, IgE (Grass/Pollen Phléum, IgE, G 6) 630 504
657 Bepésa nbinbua, IgE (Birch Pollen, Betula, IgE, T3) 630 504
658 MonblHb 06bIKHOBEHHas, Nbinbua, IgE (Grass/Pollen Artemisia
vulgari, IgE, W 6) 630 504
659 MonbiHb ropbkas, IgE (Grass - Artemisia absinthium, IgE, W5) 630 504
660 Mopckas ceuHka, anutenuit, IgE (Animal - Guinea pig, IgE, E 6) 630 504
661 BonHucTbii nonyraw, nepo IgE (Animal — Parrot, Melopsittacus
undulatus, IgE, E 78) 630 504
662 OBua, anuTenuii, IgE (Animal - Sheep, IgE, E 81) 630 504
663 Kypuua, nepo IgE (Animal - Chicken Feathers, IgE, E 85) 630 504
6638 Kowika, IgG 630 504
6639 Cobaka, IgG 630 504
AnnepreHbl Knewien n goMallHen nbinu
621 Knew, Dermatophagoides pteronyssinus (D1) 630 504
622 Knewy Dermatophagoides farinae (D2) 630 504
631 MomalwHsas neins/ H1-Greer 630 504




6632 Dermatophagoides pteron., IgG 630 504
6633 Dermatophagoides farinae, IgG 630 504
6634 Dermatophagoides microc., IgG 630 504
6635 [JomaluHsa nbinb/Greer, IgG 630 504
6636 [JomaluHsa nbink/Stier, IgG 630 504
672 [NomawHss neink/H2-Stier, IgE (Homedust, H2, Stier) 630 504
AnniepreHb! nreceHn

fumigatus, Alternaria tenuis, Cladosporium herbarum, Candida

albicans (MP1; Mold Panel 1,750 1400
623 MneceHb Penicillum notatum (M1) 630 504
624 Mnecexb Cladosporium herbarum (M2) 630 504
625 MneceHb Aspergillus fumigatus (M3) 630 504
626 Candida albicans (M5) 630 504
627 MneceHb Alternaria tenuis (M6) 630 504
6614 MneceHb Penicillium notatum, IgG 630 504
6615 MneceHb Cladosporium herbarum, IgG 630 504
6616 Mnecexb Aspergillus fumigatus, IgG 630 504
6618 MneceHb Alternaria tenuis, IgG 630 504
herbarum, aspergillus fumigatus, candida albicans, alternaria tenuis,

19G 1,750 1400
AnnepreHbl NbiibLbl pacTeHWi

*O6Lwuit pesynbTaT Mo CMECU annepreHoB

POXb MHOrOneTHss1, TuModeeBka, MsaTnuk nyroson (GP1; Grass Panel

1: Orchard Grass, Meadow F 1,750 1400
MHOrOMETHSAS, TUMOEEBKa, POKb KyTbTUBMPOBaHHas!, ByxapHuK

wepcTucThiii (GP3; Sweet Vernal Grass, Per 1,750 1400
nBa, bepesa, ay6 (TP9; Tree Panel 9: Alder, Birch, Hazelnut, Oak,

Willow) 1,750 1400
Annepronoruyeckue nccnegoanus, TexHonorust ImmunoCAP (Allergy

examination, ImmunoCAP technology)

6801PI Phadiatop Infant ImmunoCAP, IgE 2,240 1792
6802PH Phadiatop ImmunoCAP, IgE 1,630 1304
6803E5 Cobaka, nepxoTb (€5) IgE, ImmunoCAP 690 552
6804E1 Kowwika, nepxoTk (e1) IgE, ImmunoCAP 690 552
6805F2 Monoko koposbe (f2) IgE, ImmunoCAP 690 552
6806F76 Anbta-nakrans6ymut (nBos d4) (f76) IgE, ImmunoCAP 2,190 1752
6807F78 KaseuH, monoko (nBos d8) (f87) IgE, ImmunoCAP 790 632
6808F77 Beta-nakrtornobynuu, (nBos d5) (f77) IgE, ImmunoCAP 2,190 1752
680973 Bepesa (t3) IgE, ImmunoCAP 690 552
68107215 Bepesa 6oponaByatas, rBet v1/PR-10 6enok (t215) IgE,

ImmunoCAP 2,090 1672




68117221 Bepesa 6oponasyatas, rBet v2, rBet v4 (t221) IgE,

ImmunoCAP 2,090 1672
6812G213 Tumodpeeska nyrosasi, rPhl p1, rPhl p5 (g213) IgE,

ImmunoCAP 2,090 1672
6813G214 TumodbeeBka nyrosasi, rPhl p7, rPhl p12 (g214) IgE,

ImmunoCAP 2,090 1672
6814W230 AMBpo3uns Bbicokas, nonbiHONMCTHasA, nAmb a1 (w230)

IgE, ImmunoCAP 2,090 1672
6815W231 MonblHb 06bikHoBeHHas, nArtv1 (w231) IgE, ImmunoCAP 2,090 1672
6816W233 MonblHb 06bikHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP 2,090 1672
6817D1 Kneww gomawHen nbinu / D. pteronyssinus (d1) IgE,

ImmunoCAP 690 552
6818D2 Kneuwy aomatureit nbinu / D. farina (d2) IgE, ImmunoCAP 690 552
6819H1 [omaluHsas nbink (Greer Labs.) (h1) IgE, ImmunoCAP 690 552
6820HS Cmecb annepreHoB gomatuHen nbinu (Hollister-Stier) (hx2)

IgE, ImmunoCAP 1,390 1112
6821TX9 Cmecb annepreHoB nbinbLbl AepeBbes (1x9) IgE,

ImmunoCAP 1,390 1112
6822MX2 Cmech annepreHos nnecexmn (mx2) IgE, ImmunoCAP 1,390 1112
6823MX1 Cmecb annepreHoB nnecHeBbix rpmbkos (mx1) IgE,

ImmunoCAP 1,390 1112
6824E213 Monyraii, nepo (€213) IgE, ImmunoCAP 690 552
6825H2 [Momalunsas nuink (Hollister —Stier) (h2) IgE, ImmunoCAP 690 552
6826 Manenb "Actmal/puHnt aetn” IgE, ImmunoCAP 4,890 3912
6827 MaHenb "AcTMma/puHnT B3pocnble” IgE, ImmunoCAP 4,890 3912
6828 MaHenb "Ok3sema" IgE, ImmunoCAP 4,890 3912
6829TP TpunTasa, ImmunoCAP 2,990 2392
6830M6 Alternaria alternata (m6) IgE, ImmunoCAP 690 552
6831M3 Aspergillus fumigatus (m3) IgE, ImmunoCAP 690 552
6832M1 Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 690 552
6833M5 Candida albicans (m5) IgE, InmunoCAP 690 552
6834M2 Cladosporium herbarum (m2) IgE, ImmunoCAP 690 552
6835G6 Tumodbeeska nyrosas (g6) IgE, ImmunoCAP 690 552
6836F 1 Anunbin 6enok (f1) IgE, ImmunoCAP 690 552
6837F75 AnyHbii xenTok (f75) IgE, ImmunoCAP 690 552
6838WX1 Cmecb annepreHoB nbinbLbl COpHbIX TpaB (wx1) IgE,

ImmunoCAP 1,390 1112
6841E94 Kowika, rFel d1 (€94) IgE, ImmunoCAP 2,090 1672
6842E220 Kowwka, cblBOPOTOYHBIN anbbymuH, rFel d2 (e220) IgE,

ImmunoCAP 2,090 1672
6843E101 Cobaka, rCan f 1 (€101) IgE, ImmunoCAP 2,090 1672
6844E102 Cobaka, rCan f 2 (€102) IgE, ImmunoCAP 2,090 1672
6845E221 Cobaka, cbiBOpOTOYHbIN anbbymuH, nCan 3 (e221) IgE,

ImmunoCAP 2,090 1672




6846M229 Alternaria alternate, rAlt a 1 (m229) IgE, ImnmunoCAP 2,090 1672
6847E204 Bblumnin cbIBOPOTOYHBIN anbbymuH, nBos d6 BSA (e204) IgE,

ImmunoCAP 2,090 1672
6848F232 OBanbbymuH, anb6ymuH sandHbeli, nGal d2 (f232) IgE,

ImmunoCAP 790 632
6849F233 Osomykoua, nGal d1 (f233) IgE, ImmunoCAP 790 632
6850F323 KoHanb6ymuH siiiua, nGal d3 (f323) IgE, ImmunoCAP 790 632
6851K208 Insoumnm siiua, nGal d4 (k208) IgE, ImmunoCAP 790 632
6852F351 TponomnosunH kpeseTok, rPen a1(f351) IgE, ImmunoCAP 2,090 1672
6853F355 Kapn, napsans6ymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP 2,090 1672
6854F416 Omera-5 MuaawH nwenuubl, rTri a 19 (f416) IgE,

ImmunoCAP 2,090 1672
6855F353 Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2,090 1672
6856F422 Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP 2,090 1672
6857F423 Apaxuc, rAra h 2 (4f23) IgE, ImmunoCAP 2,090 1672
6858F424 Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP 2,090 1672
6859F352 Apaxuc, rAra h 8/PR-10 6ernok (f352) IgE, ImmunoCAP 2,090 1672
6860F427 Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP 2,090 1672
6861E85 Kypuua, nepo (e85) IgE, ImmunoCAP 690 552
6862E6 Mopckas ceuHka, anutenuin (e6) IgE, ImmunoCAP 690 552
6863M227 Malassezia spp. (m227) IgE, ImmunoCAP 690 552
6864M80 CTachunokokkoBbIit aHTepoTokenH A (m80) IgE, ImmunoCAP 690 552
6865M81 CTadhunoKkoKKkoBbIii aHTepoTokeuH B (m81) IgE, ImmunoCAP 690 552
6866M226 CTtachnnoKokkoBbIi dHTEPOTOKCUH TSST (M226) IgE,

ImmunoCAP 690 552
6867 MaHenb "CTadnnokokkoBble SHTepoToKCcHHbI", IgE, ImmunoCAP 1,630 1304
6868GX1 Cmech NbirbLibl paHHeLUBETYLUMX nyroBbix Tpas (gx1) IgE,

ImmunoCAP 1,390 1112
6869F4 Muwennua (f4) IgE, ImmunoCAP 690 552
6870F93 Kakao (f93) IgE, ImmunoCAP 690 552
6871F 14 Coesble 606bi (f14) IgE, ImmunoCAP 690 552
6872F 13 Apaxuc (f13) IgE, InmunoCAP 690 552
6873F83 Msco kypuupbl (f83) IgE, ImmunoCAP 690 552
6874W6 MonblHb 06bikHoBeHHas (W6) IgE, ImmunoCAP 690 552
6875F49 Abnoko (f49) IgE, ImmunoCAP 690 552
6876F95 Mepcuk (f95) IgE, ImmunoCAP 690 552
6877F92 baHaH (f92) IgE, ImmunoCAP 690 552
6878F27 losaauHa (f27) IgE, ImmunoCAP 690 552




6879F45 Opoxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE,

ImmunoCAP 690 552
6880F3 Tpecka atnaHTudeckas (f3) IgE, ImmunoCAP 690 552
6881F25 Momuaop (f25) IgE, ImmunoCAP 690 552
6882F33 AnenbcuH (f33) IgE, ImmunoCAP 690 552
6883CF Cmech nuuiesbix annepreHos (fx15) IgE, ImmunoCAP 1,390 1112
6884F7 Osec (f7) IgE, ImmunoCAP 690 552
6885F85 Cenbpaepeit (f85) IgE, ImmunoCAP 690 552
6886F 11 'peumnxa (f11), IgE, ImmunoCAP 690 552
6887F35 KapTodens (f35) IgE, ImmunoCAP 690 552
6888F225 Toikea (f225) IgE, ImmunoCAP 690 552
6889F208 IumoH (f208) IgE, ImmunoCAP 690 552
6890F44 3emnsaHuka (f44) IgE, ImmunoCAP 690 552
6891F31 Mopkosb (f31) IgE, ImmunoCAP 690 552
6892F9 Puc (f9) IgE, ImmunoCAP 690 552
6893F26 CeuHMHa (f26) IgE, ImmunoCAP 690 552
6894F24 KpeseTka cesepHas (f24) IgE, ImmunoCAP 690 552
6895F216 Kanycta 6enokoyanHas (f216) IgE, ImmunoCAP 690 552
6896F17 dyHayk (f17) IgE, ImmunoCAP 690 552
6897FX21 Cmech nuLLeBbIX annepreHos (fx21) IgE, ImmunoCAP 1,390 1112
6898F84 Kusn (f84) IgE, ImmunoCAP 690 552
6900F209 IpeiindpyT (f209) IgE, ImmunoCAP 690 552
6901F88 BapaHuHa (f88) IgE, ImmunoCAP 690 552
6902F23 Kpab (f23) IgE, ImmunoCAP 690 552
6903F210 Ananac (f210) IgE, ImmunoCAP 690 552
6904F55 lMpoco nocesHoe (nieHo) (f55) IgE, ImmunoCAP 690 552
690511 An nuensl megoHocHoi (i1) IgE, ImmunoCAP 690 552
690612 An ockl naTHMCTOI (i2) IgE, ImmunoCAP 690 552
690713 An ocbl 06bIkHoBeHHOM (i3) IgE, ImmunoCAP 690 552
6908171 Komap (i71) IgE, ImmunoCAP 690 552
690916 TapakaH pbbkuii (npycak) (i6) IgE, ImmunoCAP 690 552
6910175 Apn wepiwunsa (i75) IgE, ImmunoCAP 690 552
6911C1 MNennumnnuu G (c1) IgE, ImmunoCAP 690 552
6912C2 Mennumnnuu V (c2) IgE, ImmunoCAP 690 552




6914FX5 Cmecb fetckux nuwesbix annepreHoB (fx5) IgE,

ImmunoCAP 1,390 1112
6915K80 dopmanbaerng / dpopmanuu (k80) IgE, ImmunoCAP 690 552
6916C8 XnoprekcuauH (c8) IgE, ImmunoCAP 690 552
6917K82 Narekc (k82) IgE, ImmunoCAP 690 552
6918FX73 Cmech annepreHos Msica (fx73) IgE, ImmunoCAP 1,390 1112
6919E81 Osua, anutenuii (€81) IgE, ImmunoCAP 690 552
6920W5 MonbliHb ropbkas (W5) IgE, ImmunoCAP 690 552
6921F9 Matro (fE, ImmunoCAP 690 552
AHAIN3bI

[OvarHocTuyeckuii nakeT Ans feYeHns Nog Hapko3oM 7,050 5640
MakeT "[OuarHocTUYecKkUin KOMNMEKS Ans UMnaHTauum” 3,410 2728
AHTUOKCUOAHTHbIN CTaTyC

1500 AHTMOKCMAAHTHBIN cTaTyc (Total antioxidant status, TAS) 4,780 3824
AHTHCTIEpMAarbHbIe aHTUTeNa

223 AnTucnepmanbHble AT (B kposwu) (Anti-Spematozoa antibody,

serum) 1,290 1032
AHTUTENA K aHTUTEHaM MOZXKESYA04YHON XKeneabl

1285 AHTUTENa K TMpo3uHdocdatase (IA-2) 1,490 1192
1286 AxTutena k GAD / IA-2 cymmapHo 1,490 1192
200 AHTUTena K MHCynuHy, IgG 990 792
xenesbl (ICA), IgG, meToa HenpsAMon MMMYHOMINIOOPECLIEHLNM Ha

cpesax TKaHW n/x xenesbi 1,290 1032
202 AHTuTena Kk rnytamataekapbokcunase (GAD), IgG 1,490 1192
AHTUTENA K CTEPOMANPOAYLMPYIOLLMM KIIETKaM

(aHTHOBapuanbHble aHTUTena, Anti-Ovary antibody, Ovarian antibody,

total) 1,390 1112
1282 AHTUTENA K TKAHEBOW TpaHcrnTaMmmHase, IgA (tissue

transglutaminase antibody (tTG) IgA) 1,050 840
1283 AHTUTena Kk TkaHeBOW TpaHcrnoTamuHase, IgG (tissue

transglutaminase antibody (tTG), IgG) 1,050 840
1287 AHTUTENA K CTEpOMANPOAYLIMPYIOLLMM KNeTkam HagrnoyYeyHuKka,

cymmapHo Ig A, IgM, 1gG 1,250 1000
1290 AHTUTENa K CTeponanpoayLMpYOLLMM KneTKkam snudka, CyMMapHO

Ig A, IgM, IgG 1,490 1192
pPENPOAYKTUBHbIX TKaHel, cymmapHo Ig A, IgM, 1gG (aHTuTtena k

CTepouanpoAYLMPYIOLLMM KNeTkaM SUYHMKa, 2,740 2192
1335 AHTuTena k caxapomuuetam (ASCA), IgG (auarHoctuka 6onesHu

KpoHa) 1,070 856
1336 AHTuTena k caxapomuuetam (ASCA), IgA (aunarHoctuka 6onesHu

KpoHa) 1,070 856
1337 AHTUTEna Kk unTonnaame HeitTpodnnos, IgA (AHLIA, ANCA, IgA) 1,070 856
KuweyHuka, cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB,

IgA, 1gG, Total) 1,090 872
LeHTpOoaLUMHapHbIX KNETOK NoaxenyaoyHow xenessbl (Anti-GP2, IgG,

IgA) 1,710 1368




1gG 1 IgA cymmapHo (aHTUTena K 3K30KPUHHOWM YacTy NOAXKENyA0YHOW

xenessl, Autoantibodies again 1,090 872
[MarHocTVKe paccesiHHOro cKkneposa: onpeaeneHne

onuroknoHanbHoro IgG (M1KkBop, cbiBopoTka) 1 CBOBOAHBIX N 4,930 3944
1538 AHTuTena k MmuenuHy IgG, meton HenpsiMon

uMMyHodoopecLeHLmm (Anti-myelin antibody, IgG, IF) 1,290 1032
nuksope (Cerebrospinal Fluid Concentration of Immunoglobulin Free

Light Chains) 1,490 1192
KanuesbIx kaHanos), IgG, ceiBopoTka kposu (VGKC-associated

proteins LGI1 and CASPR2 antibodies, se 5,330 4264
1582CB AHTuTENa K HEMPOHarnbHbIM peLIenTopaM U CUHANTUYECKUM

6enkam (NMDA-, LGI1, CASPR2, AMPA1-, AMPA2-, GABAB1-) 11,780 9424
nmmyHodpnyopecueHumm (Neuronal antibodies, IgG, Indirect

immunofluorescence (IIF)) 2,860 2288
(aHTn-MuSK) B cbiBopoTKe KpoBM, (Muscle-specific tyrosine kinase

(MuSK) antibody) 4,740 3792
270 AHTUTENA K AeaMUaMPOBaHHbIM NentTuaam rmuaguHa IgG 980 784
271 AHTuTena Kk AeaMmanpoBaHHbIM NenTuaam rnuaaumnHa, IgA 980 784
4049 OnuroknoHanbHblii IgG B NIMKBOPE M CLIBOPOTKE KPOBM 3,690 2952
nepHULMo3Hon aHemun» (AT K napueTanbHbIM KrneTkam xenyaka, AT kK

BHYTPeHHeMy dhakTopy Kactna) 2,840 2272
Hecneunduryeckoro s3BeHHoro konuta (HAK)» (aHtutena k

uuTtonnasme Heittpocunos (AHLIA, ANCA), IgG; AHLIA, IgA 4,950 3960
aHgomusmio, IgA; AT kK AeamnaMpoBaHHbIM NenTuaam rmuwaauvHa, IgG;

UMMYHOrNoBynuHbI knacca A, obLias ko 2,530 2024
aHgomusmio, IgA; AT K TKaHeBoW TpaHcrnyTamuHase, IgA; AT k

TKaHeBoOIt TpaHcrnybamuHase, IgG; u 3,600 2880
805 AHTuTENa K NnapueTanbHbiM KneTkam xenyaka (PCA), cymmapHo

IgA, IgG, IgM 1,490 1192
810 AnTuTena k sHaomuauio (EMA), IgA 1,290 1032
817 AHTuTena k BHyTpeHHeMy dakTopy KacTtna, IgG 1,490 1192
ayToMMMYyHHOro naHkpeaTtuta u ap. lgG4-accoummpoBaHHbIX

3a6onesaHuin) 1,550 1240
953 AHTUHelpoHanbHble aHTuTena (nanH-6not : Hu (ANNA 1), Yo-1

(PCA1), CV2, Ma2, Ri (ANNA2), amcudusun), IgG 4,590 3672
954 AnTtutena k NMDA (M-meTtun-D-acnaptar) rnytamMmaTtHoMy

peLienTopy, cymmapHo IgA, IgG, IgM 3,690 2952
971 AHTuTena k peTukynuHy (ARA), cymmapHo IgA n gG 1,190 952
972 AnTuTena k sHaomuamio (EMA), cymmapHo IgA n IgG 1,160 928
AHTUOCHONUNNAHBIN CUHAPOM

(aHTUTENa K B2 -rMukonpoTeunHy 1, anti-B2-glycoprotein 1 antibodies,

anti- 2-GP1, tota 1,110 888
1340 AHTUTENA K hocdaTnanncepuH-npOTPOMOMHOBOMY KOMMIEKCY,

cymmapHbie IgG, IgM 1,190 952
1341 AHTuTEna K aHHekcuHy V, IgG (Annexin V antibody, aAnV, IgG) 1,390 1112
1342 AuTuTena k aHHekcuHy V, IgM (Annexin V antibody, aAnV, IgM) 1,390 1112
cmecu ocdonuMnmMaoB: KapaMonunuH, ocdaTnamncepux,

ocatnannuHoauton, ocatnaHas kucnota 1,070 856
4062 MNpodunb: "AHTUTENA K KapavonunuHy IgG n aHTMTena K

kapavonunuHy IgM" 2,040 1632
cvHapoma (AHTUHYKNeapHbI dbaktop (AH®), aHTuTena k

kapavonunuuy IgG un IgM)" 3,220 2576
ceponorusi (BaHTuHykneapHbivi dpaktop (AH®), aHTuTENna Kk

kapavonunuHy IgG, IgM, aHTuTena k 6eTa-2-rn 4,270 3416
966/74 AHTuTena k poccatnguncepuny IgG/IgM (Anti-

phosphatidylserine/prothrombin antibodies, anti-PS-PT) 1,690 1352




967 AHTuTena K kapavonunuHy, ckpuHuHr (Cardiolipin Antibody,

cymmapHo IgA, IgM, IgG) 1,110 888
968 AHTuTena k kapavonunuHy, IgA (Cardiolipin Antibody, IgA) 1,070 856
969 AHTuTena Kk kapavonunuHy, IgG (Cardiolipin Antibody, IgG) 1,070 856
997 AnTuTena k kapavonunuuy, IgM (Cardiolipin Antibody, IgM) 1,070 856
AyTOMMMYHHblE 3a601eBaHNs KOXM

1298 AHTuTena k aecmornenHy 1, IgG 1,990 1592
1299 AHTuTENa Kk aecmornenHy 3, IgG 1,990 1592
1330 AHTuTena k 6enky BP180, IgG 1,990 1592
1331 AuTutena k 6enky BP230, IgG 1,990 1592
4054 Mpodunb "OunarHocTuka OynnesHbIX 4epMaTo30B (aHTUTena K

AecMocomam anuaepmuca, aHTuTena k 6asanbHoil MemBpaHe Koxu)" 3,780 3024
809 AHTuTena k 6asanbHoit MembpaHe koxu (BMZ), IgG 1,990 1592
813 AHTuTena k gecMocomam anmaepmuca (ADA), IgG 1,990 1592
AyTOUMMYHHblEe 3a60neBaHu1s Nerkux 1 cepaua

4068 MNpodunb «BocnanutensHble MMokapavonaTumy (aHTuTena K

cepaeyHoil MycKynaType, aHTuTena kK MUTOXOHAPNAM) 2,550 2040
815 AHTUTena K cepaieyHol MyckynaType (Muokapay), IgG 1,190 952
844 AKTMBHOCTb @aHIMMOTEH3MH-NpeBpaLLaLero epMeHTa

cbIBOpPOTKY, AM® (auarHocTuka capkouaoaa) 2,090 1672
923 HeonTepuH 1,690 1352
AYTOMMMYHHbIE HEBPOTOrnyeckie 3abornesaHms

803 AHTWTENa K aLeTUNXONMHOBOMY PeLLenTopy, CyMMapHbIe 4,590 3672
936 AHTUTENa K akBanopuHy 4, cymmapHo IgA, IgG, IgM (lguarHoctuka

HeiipoonTukomuenuta, NMO) 2,490 1992
937 AHTWTena K ckeneTHbIM Mbilulam (ASMA), IgG 1,170 936
GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbdatugsi),

cymmapHo 1gG u IgM 4,690 3752
939 MuosuT-cneumduyHbie aHTuTena (nawH-6not : Mi-2, Ku, PM-Scl

100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (R052)), IgG 3,690 2952
AYTOUMMYHHbIE MOPAKEHNS NEYEeHM

MMMYHOGNOT (aHTUTENa k aHTureHam AMA-M2, M2-3E, Sp100, PML,

gp210, LKM-1, LC-1, SLA/LP, SSA/ 2,990 2392
1289 AHTUTENA K acManornmkonpoTeENHOBOMY peLientopy (anti-

ASGPR) IgG 1,490 1192
804 AHTuTena k MutoxoHapuam (AMA), cymmapHo IgA, 1gG, IgM 1,490 1192
806 AHTuTena Kk rnaakoi myckynatype (SMA), cymmapHo IgA, IgG, IgM 1,490 1192
819 AHTWTena K MUKpocomam neyeHu un noyvku (LKM-1), cymmapHo

IgA, IgG, IgM 1,490 1192
Benku 1 aMMHOKUCTIOThI

10 Anb6ymuH (Albumin) 340 272
153 MNomounctenH (Homocysteine) 1,730 1384
CbIBOPOTKM C pacyeToM MHAekca kanna/naméaa (Serum

immunoglobulin free light chains (FLC, sFL 1,890 1512




28 O6wwit 6enok (Protein total) 295 236
29 Benkosble dpakumm (Serum Protein Electrophoresis, SPE) 500 400
MMMYHOMKCALMSA C NONMBANEHTHON aHTUCBIBOPOTKON U

KONMYECTBEHHOI oLieHKoN M-rpaaneHTa 1,990 1592
MMMYHO(UKCALMS C NaHENbO aHTUCBIBOPOTOK

(IgG/A/M/kanna/nam6aa) ¢ KonmMyecTBeHHo oueHkon M-rpaave 3,490 2792
BuroreHHble amuHbI

1270 OnpepneneHune rMctamnHa B KpoBy (Mnasme) 2,420 1936
993 OnpefaeneHre CEPOTOHNHA B KPOBU (ChIBOPOTKE) 2,200 1760
KATENJ1 KatexonaMmuHbl B NnNa3me: agpeHanvH, HopagpeHarnvH,

aodammuH 2,210 1768
BonesHu xenyao4HO-KULLIEYHOTO TpakTa

11711 BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) 7,860 6288
BonesHnu cepaua v cocynos

(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3,

ITGA2, GP1BA, FGB) 18,330 14664
121I'T1 ApTepuanbHas rmnepTeHsuns, CBA3aHHasa ¢ HapyLeHnsSmMun B

PEHUHAHTMOTEH3MHOBOI cucTeme (reHsl ACE, AGT) 2,690 2152
PEeHUHAHIMOTEH3MHOBOW cUcTemMe

(reHbl ACE, AGT) (63 3akniovueHns Bpada-reHeTunka) 2,350 1880
129N ApTepuanbHas runepTeHsus (nonHasi naHenb) (reHsl ACE,

AGT, NOS3) 4,020 3216
129IT1/B3 ApTepuanbHasi runepTeH3ns (nonHasi naHenb) (reHsl ACE,

AGT, NOS3) (6e3 3aknioueHnsi Bpada-reHeTka) 3,590 2872
14311 Uwemundeckuii nHeynbT (rembl ITGB3, ITGA2, GP1BA, FGB) 6,690 5352
143IT1/B3 Nwemuyecknin nHeynsT (reHbl ITGB3, ITGA2, GP1BA, FGB)

(6e3 3aknioYeHns Bpaya-reHeTuKa) 5,990 4792
144N NBC, nHdapkT mrokapaa (reHbl ITGA2, GP1BA, ACE, AGT,

NOS3, ApoE) 8,650 6920
(renbl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) (6e3 3akntoueHus

Bpaya-reHeTnKa) 8,290 6632
76111 ApTepunanbHas runepTeH3uns, CBA3aHHas C HapyLeHUsMun B

paboTe aHpoTennansHoi NO-cuHTassl (reH NOS3) 1,350 1080
pabote aHgotenuanbHon NO-cuHTasbl (reH NOS3) (6e3 3aknioyeHust

Bpaya-reHeTnKa) 1,200 960
7641A-AP| Atepocknepos (reH ApoE) 2,520 2016
BonesHu LueHTpanbHOM HEPBHOW CUCTEMBI

7641B-AP| BonesHb AnbLreiiMepa (reH ApoE) 2,520 2016
Boppenvos (6onesHb faiima)

1190 AHTuTena knacca IgG k Borrelia burgdorferi, BoisiBnsiemble

MeToA0M UMMYHOBNOTTUHTa (anti-Borrelia burgdorferi IgG, Immunoblot) 1,920 1536
1191 MmmyHoGNnOoT, aHTUTeNna knacca IgM k Borrelia burgdorferi  (anti-

Borrelia burgdorferi IgM nmmyHo6n0T) 1,460 1168
243 AnTuTena knacca IgG k Borrelia burgdorferi (anti-Borrelia

burgdorferi IgG) 790 632
244 AntuTena knacca IgM k Borrelia burgdorferi (anti-Borrelia

burgdorferi IgM) 790 632
BackynuTtbl 1 nopaxeHusi noyek

4065 MNpodunb «dnarHocTka rpaHynemMaTo3HbIX BaCKyrnmMTOB»

(AHLA, aHTuHykneapHblit haktop (AH®)) 3,070 2456
rnomepynoHedputa» (AHLA, aHTuTena k 6asanbHoi membpaHe

KnyB604KOB NoYek) 3,360 2688




4067 MNpodunb «[AnarHocTrka ayTOMMMYHHOTO NMOPaXeHUs MOYeK»

(AHUA, anTuTena k 6a3anbHoi MemBpaHe kny6oukos noyek, AH®) 4,540 3632
807 AnTuTena k 6asanbHoii MemBpaHe kny6o4kos nouyek, IgG 1,550 1240
812 AHTuTena Kk aHgoTenuto Ha knetkax HUVEC, cymmapHble IgG,

IgA, IgM 1,590 1272
naHernb (aHTUTena K aHTUreHaMm: NpoTenHasa 3,M1enonepoKc1aasa,

anacTasa, katencuH G, 6enok BPI, 2,790 2232
822 AnTuTena k peuentopy docconunasel A2, (PLA2R), cymmapHble

1gG, IgA, IgM 2,790 2232
823 AnTuTena k muenonepokcuaase (MPO), IgG 1,070 856
837 AnTutena k C1q cakTopy komnnemeHTa, IgG 1,600 1280
955 AnTuTena k npotenHase 3 (PR3), IgG 1,070 856
970 AHTuTena k uutonnasme Hentpodunos, AHLIA, IgG (pPANCA,

cANCA) 1,990 1592
BetpsaHasi ocna

onosicbiBatoLero nuwas) (anti-Varicella-Zoster Virus 1gG, anti-VZV

IgG) 810 648
onoscbiBatoLlero nuwas) (anti-Varicella-Zoster Virus IgM, anti-VZV

IgM) 880 704
ButamuHbl

117 Butamu B12 (umaHoko6anamuH, ko6anamuH, Cobalamin) 880 704
118 donuesas kucnota (Folic Acid) 970 776
1317B12 AkTuBHbIN BUTaMuH B12, FonoTtpaHcko6anamuH (Active-B12,

Holotranscobalamin) 1,190 952
1581 Omera-3 nHaekc (Omega-3 Index) 4,130 3304
1587 XKupHble kucnotsbl, npocpune: omera-3, -6, -9, nnasma (Fatty

acids panel, omega-3, -6, -9, plasma) 7,940 6352
1604 ButamuH B1 (TMamun) 2,070 1656
1605 Butamud B6 (nupuaokcansgocdar) 2,070 1656
1606 Butamun C (ackopbuHosas kucnota) 2,070 1656
1608 ButamuH B5 (naHToTeHoBas kucnota) 2,070 1656
1609 Butamun B2 (pu6ocbnasuH) 2,070 1656
1610 Butamu B3 (HUKoTUHamMuA) 2,070 1656
1611 Butamun B7, H (610TuH) 2,070 1656
1614 PeTuHUN nanbmutat 2,070 1656
1615 BeTa-kapoTuH 2,070 1656
877 ButamuH K1 B cbiBopoTke (cpunnoxmHon) (Vitamin K1,

Phylloquinone, Serum) 2,070 1656
928 25-OH ButamuH D 2,710 2168
931 ButamuH A B cbiBopoTke (peTuHon) (Vitamin A, Retinol, Serum) 2,070 1656
932 ButamuH E B cbiBopoTke (anbda-tokodepon) (Vitamin E, alpha-

Tocopherol, Serum) 2,070 1656
BWY - uHdbekumns

68 AHTuTena k BUY 1/ 2 v anturen BUY 1/ 2 (HIV Ag/Ab Combo)** 490 392




BWY-nHpekums

onpegenexune PHK (Human immunodeficiency virus, quality, RNA) B

CbIBOPOTKE KPOBYU 2,600 2080
363MNJ1 BUY-1, onpepenenne PHK (HIV, RNA) * 12,350 9880
TENbMWHTBI M NPOCTEMNLME

cTpoHrunougosa (AHTUTENa K yrpuue kuweyHow, IgG; anti-

Strongyloides, IgG) 870 696
knacca IgG k nonupubosnnpubutondocdary)

(polyribosylribitolphosphate, PRP) (Haemophilus infl 2,060 1648
229 AnTuTena knacca IgG k aHTureHam axmHokokka (anti-

Echinococcus IgG) 790 632
230 AHTuTena knacca IgG k aHTMreHam onuctopxuca (anti-

Opisthorchis IgG) 870 696
232 AHTuTena knacca IgG k aHTMreHam Tokcokap (anti-Toxocara IgG) 570 456
233 AHTuTena knacca IgG k aHTureHam TpuxmHenn (Anti-Trichinella

IgG) 560 448
234 AHTuTena cymmapHble IgM+IgG+IgA K k aHTUreHam Namoénui

(anti-Lamblia cymmapHo IgA+IgM+IgG) 650 520
235 AHTuTena knacca IgG k Entamoeba histolitica (anti-Entamoeba

histolytica IgG) 790 632
237 AHTuTena knacca IgG k aHTureHam ackapug (anti-Ascaris 1gG) 890 712
297 AHTuTena k aHTUreHam Hematoa poaa Anisakis IgG 700 560
299 AHTuTena k aHtTureHam Kutarickon asyyctku Clonorchis sinensis

I9G 930 744
eHeTn4eckve NpeapacnonoXeHHOCTH

(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,

ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM 73,300 58640
(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,

ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GST 82,700 66160
(keHwwmHa)*

(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, 73,300 58640
(MyxumHa)*

(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, 82,700 66160
(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,

ITGB3, ITGA2, GP1BA, CYP2C9, GSTT 73,300 58640
(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,

ITGB3, ITGA2, GP1BA, CYP2C9, GSTT 82,700 66160
Fenatut D

1268 AHTuTena knacca IgM k Bupycy renatuta D (anti-HDV IgM) 760 608
1269 AHTuTena Kk Bupycy renatuta D (anti - HDV total) 760 608
325CB Bupyc renatuta D, onpegenexne PHK (HDV-RNA)* 760 608
Fenatut G

326CB Bupyc renatuta G, onpeaeneHue PHK (HDV-RNA)* 760 608
Fenatut A

328CB Bupyc renatuta A, onpegeneHue PHK (HAV-RNA)* 780 624
71 AntuTena knacca IgG k Bupycy renatuta A (anti - HAV IgG) 740 592
72 AHTuTena knacca IgM k Bupycy renatuta A (anti - HAV IgM) 920 736

lenatut B




319CB Bupyc renatuta B, onpegenenue JHK (HBV-DNA)* 610 488
320CB Bupyc renatuta B, onpegenetue JHK (HBV-DNA)* 3,800 3040
73 HBsAg, kayecTBeHHbI TecT (HBs-aHTureH, noBepXHOCTHBbIN

aHTWUreH BMpyca renatuta B, «aBcTpanmMnckumy» aHTUreH) 390 312
74 HBe-aHTUreH Bupyca renatuta B (HBeAg) 730 584
75 AHtuTena knaccoB IgM+1gG k HB-core aHTureHy Bupyca renatuta

B (anti - HB core total) 700 560
76 AHTuTena knacca IgM k HB-core aHTureHy Bupyca renatuta B (anti -

HB core IgM) 870 696
77 Aututena k HBe-aHTureHy Bupyca renatuta B (anti - HBe) 700 560
78 AnTuTena k HBs-aHTUreHy Bupyca renatuta B (anti - HBs) 720 576
aHTWUreH, NOBEPXHOCTHbIN aHTUreH BUpyca renaTtuta B,

«aBCTPamNUINCKNIA» aHTUIEH, KONMMYECTBEH 1,360 1088
lenatut E
227 AnTuTena knacca IgM k Bupycy renatuta E (anti-HEV IgM) 850 680
228 AnTuTena knacca IgG k Bupycy renatuta E (anti-HEV IgG) 850 680
Fenatut C
1143 NmmyHobnoT aHTUTena knacca IgG k aHTureHam Bupyca
renatuta C (anti-HCV IgG nmmyHo6moT) 5,260 4208
(MccnepoBaHWe reHeTUYeCcknX MapKkepoB ONpeaensoLLInMX
3(PPeKTUBHOCTb NeYeHnss XpoHnyeckoro renatuta C uHTep 1,240 992
321CB Bupyc renatuta C, onpegenenne PHK (HCV-RNA, qualitative)* 730 584
32301 Bupyc renatuta C, onpegenexnne PHK (HCV-RNA,
quantitative)* 10,190 8152
323C-MNJ1 Bupyc renatuta C, onpegenenve PHK (HCV-RNA,
quantitative)* 18,130 14504
reHotunupoBanue (Tunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA,

Quantitative PCR, Genotypin 3,680 2944
reHoTunupoBaHue ¢ cydbtunamm (tunel 1 (cyétunsl 1a n 1b), 2, 3)

(Hepatitis C Virus (HCV) RNA, Plasma, G 1,110 888
onpegenenve PHK BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive

PCR) 3,050 2440
meTogom MNUP (BupycHas Harpyska), HCV Viral Load, Hepatitis C Virus

RNA (Quantitative test)* 3,000 2400
79 AHtuTena k Bupycy renatuta C knacca IgM u IgG (anti - HCV

total)** 570 456
I'epnec

122 AnTtuTena knacca IgG k Bupycy npoctoro repneca 1 u 2 Tunos
(anti - HSV (1 1 2 Tunos) IgG) 640 512
1222 AHTuTena knacca IgG k Bupycy npoctoro repneca 1 tuna (anti -

HSV (1 tuna) IgG) 720 576

1223 AHTuTena knacca IgG k Bupycy npoctoro repneca 2 tuna, HSV- 2 630 504
123 AHTuTena knacca IgM k Bupycy npoctoro repneca 1 1 2 Tunos
(anti - HSV (1 1 2 Tnos) IgM) 650 520
276 AnTuTena knacca IgG k repnec-Bupycy YenoBeka Tvuna 6 (anti-

Human Herpes Virus type 6 IgG, anti-HHV 6 Tuna IgG) 740 592
(accouunpoBaHHoMy ¢ capkomoii Kanowum repnec-supycy) (anti-

Human Herpes Virus type 8 IgG, anti- 740 592
BUpYCy npocToro repneca 1 v 2 Tunoe (ABuaHocTb anti - HSV (1 1 2

Tunos) IgG) 690 552
'epnetnyeckas nHdeKums

1 w1 2 Tuna), onpepenexne AHK, Tunuposanue (Human herpesvirus 1,

2 (HHV-1, HHV-2), Herp 630 504




1 w1 2 Tuna), onpepenexne AHK, Tunuposanue (Human herpesvirus 1,

2 (HHV-1, HHV-2), Herp 630 504
309KP l'epnec-Bupyc 4enoseka 1 u 2 Tuna, onpegenexne OHK (HHV-

1, HHV-2, DNA)* 560 448
309CB 'epnec-supyc 4yenoseka 1 n 2 Tuna, onpegenexne AHK (HHV-

1, HHV-2, DNA)* 590 472
352KP l'epnec-Bupyc 4yenoseka 6 Tuna, onpegenexne OHK (HHV-6,

DNA)* 560 448
352CB 'epnec-supyc 4yenoseka 6 Tvna, onpeaenenue AHK (HHV-6,

DNA)* 590 472
TMnocm3apHbIe roHaAOTPOMHBIE FOPMOHBI M MPOSIAKTUH

59 donnukynoctumynupytoLwmin ropmoH (OCI, Follicle stimulating

hormone, FSH) 570 456
60 NMiotenHuanpytowwmin ropmon (J1°, LH) 570 456
61 MponakTtuH (Prolactin) 570 456
6161 MakponponakTtui (Macroprolactin) 1,250 1000
T’MCTOJIOTMYECKUE NCCITIEQOBAHUA

maTepumana, NoMy4eHHOro NPy XMpYPrMYeckiX BMeLIaTenbCTBax

(sHAOCKONMYECKOro MaTepuana; TKaHe x 2,370 1896
5110 KoHcynbTauums roToBbIX MMCTONOrMYeckunx npenapaTos (1 cTekno

+ 1 6nok) 900 720
“ccreaoBaHue (OLeHKa nponndepaTUBHOI aKTUBHOCTM Mo

akcnpeccm Ki-67 (MIB-1); Ki-67 (MIB-1) by 5,090 4072
MMMYHoOrncToxummyeckoe nccnegosanune, UrX; HER2 status

immunohistochemistry, IHC) (6romaTepnan uKCMpOBaHHbI B 6,290 5032
MMMYHOTMCTOXMMUYECKOe uccnegosaHue, UMX; HER2 status

immunohistochemistry, IHC) (6nomaTepnan uKCMPOBaHHbIN B 6,290 5032
3HAOMETPUTA — BbIsIBNEHUE nnasmaTtnyeckmx knetok (CD138)

(6uomaTepuan UKCUPOBaHHbI B (hOpMan1HOBOM 5,010 4008
3HAOMETpUTa — BblISIBNIEHME NnasmMaTmndeckunx knetok (CD138)

(BuomaTepuan 1KCUpoBaHHbIN B NapadMHOBOM 5,010 4008
ANarHoCTVKM ANCTNA3NN C BbICOKOW CTENEHbIO pUcka

o3nokayectanexns: p16INK4a (6omatepuan dukcu 4,430 3544
ANarHoCTVIKM AVNCMNA3NN C BbICOKON CTENEHbIO pyUcka

o3nokayecteneHns: p16INK4a (6nomatepnan dukcu 4,430 3544
amarHocTtuka numdonponudepaTBHbix 3abonesaHuii (6uomatepuan,

3aKMoYeHHBIN B napaduHoBbIii 6rok) (Immunohi 19,600 15680
aunarHoctuka numdonponudepaTnBHbix 3abonesaHuii (buomatepuan,

(bMKCMpOBaHHBIN B hopManuHosoM Bydepe) (Imm 19,600 15680
ANarHoCTvka rcToreHesa MeTacTasos Npu HeYCTAHOBIIEHHOM

NepBUYHOM oyare (CeKTp MapKepoB NS BbISBMEHN 19,600 15680
ANarHoCTVKa MMcToreHe3a MeTacTasos Npy HeYCTaHOBIIEHHOM

NepBMYHOM ovare (CeKTp MapKepoBs ANs BbISBMNEHN 19,600 15680
516 M'cToxmmmyeckoe nccneaosanue: - Helicobacter pylori; - cnmab 2,110 1688
“ccrneaoBaHue (OLeHKa NponndepaTUBHOI aKTUBHOCTM Mo

akcnpeccun Ki-67 (MIB-1); Ki-67 (MIB-1) by 5,090 4072
524 acTpuT, accoummnpoBaHHbIv ¢ Helicobacter pylori

(rucTonoruyeckmii npodune) 4,250 3400
525 PeuenTopbl K 3CTpOreHaM 1 nporecTepoHy

(UIMMYHOTMCTOXMMUYECKOE MCCReaoBaHue) 6,420 5136
5251 PeuenTopbl kK 3CTpOreHam v NporecTepoHy

(MIMMYHOMMCTOXMMUYECKOE NCCreaoBaHne) B NapacdHoBoM 6roke 6,420 5136
MMMyHodnyopecueHTHol rmbpuamnsaumu in situ (FISH) (Determination

of HER2 Status of Tumor, Fluorescence 21,500 17200
VMMYHOMMCTOXMMUYECKOE NCCMEA0BAHNE C OLLEHKOI AKCTIPECCUM:

anbga-metunauun-KoA-pauemassl (P504S, AMACR), 10,990 8792
VMMYHOMMCTOXMMUYECKOE NCCMEe0BaHNe C OLIEHKOI SKCTIPECCUM:

anbda-metunaumn-KoA-pauemassl (P504S, AMACR), 4 10,990 8792
“ccrnegoBaHne G1ONTaToB B LENSX ANarHOCTUKM 3a601eBaHNi KOXM

(kpome HoBoOBpasosaHwit). (Patholog 1,930 1544




MMMyHorucToxummyeckoe (MIMX) nccnepgosanue, oueHka akcrnpeccum S-

100, Melan A (MART-1), HMB-45, SOX-10 (IHC ve 17,210 13768
nMmmyHornctoxummdeckoe (UIMX) nccnepoBaHue, oueHka akcnpeccum S-

100, Melan A (MART-1), HMB-45, SOX-10 (IHC ve 17,210 13768
yTouHsiowee UIMX-uccnegosaHune ¢ ucnons3osaHvem 1 aHtutena

(mapkepa) 1,460 1168
MMYHOTMCTOXMMUYECKNI Npochnrb (BromaTepran (UKCMPOBaHHBIN B

napacuHoBoM 6roke) 16,920 13536
MMYHOMMCTOXMMUYECKMI Npodunb (GuomaTtepunan UKCUPOBaHHLIN B

¢opmanuHosom Bydepe) 16,920 13536
nccrnefoBaHne ABYX MapKkepoB s paHHel AWarHoCTUKM Aucnnasum ¢

BbICOKOWN CTEeNEHbIO p1cka 03MoKauec 7,900 6320
nccneanoBaHne ABYX MapkepoB AN paHHelh AWarHoCTUKM Aucnnasum ¢

BbICOKOW CTeNeHbI0 p1cka 03nokayec 7,900 6320
OPMOHbI KMPOBOW TKaHW

175 NMentuH (Leptin) 1,070 856
[InarHoCTUYeCcKnii LIeHTp

3abop KkpoBY 13 BeHbI (Bce cBoM) 200 160
3abop KpoBy 13 BeHbl (MHBUTPO) 450 360
IudpTepus

855 AHTuTENna Kk AudTepunHomy aHaTtokcuHy, IgG (anti-Diphtheria

Toxoid IgG) 870 696
JKvpgkocTHas umTonorusi, okpacka no ManaHukonay

bvomaTtepuana ek MaTk1 (okpalumBaHue no MNanaHukonay,

TexHonorusa ThinPrep ®) 1,390 1112
mapkepamu p16INK4a u Ki-67 ans noaTeepxaeHvs aucnnasumm B

MasKax C13MCTON LUENKN MaTKu 6,500 5200
WepcuHum (nepcuHnos, ncespoTybepkynes)

284 PII'A ¢ Yersinia Enterocolitica cepotuna O3 (Y. enterocolitica

03, [HA) 530 424
285 PIIA c Yersinia Enterocolitica cepotuna O:9 (Y. enterocolitica

0:9, IHA) 530 424
286 PIMIA ¢ Yersinia pseudotuberculosis (Y. pseudotuberculosis IHA) 530 424
WepcuHmos

238 AHTuTena knacca IgA k aHTureHam Yersinia Enterocolitica (anti-

Yersinia Enterocolitica IgA) 695 556
239 AHTuTena knacca IgG k aHTureHam Yersinia Enterocolitica (anti-

Yersinia Enterocolitica IgG) 695 556
VIMMyHHbIe TpomMGoLuuTOneHUM

973 AnTuTena k TpomBoumTam IgG, HenpsmMoil TecT 2,890 2312
VMMYHOIEMATOJOrnaA

140 AnnonMMyHHble aHTUTena (Bkniouas aHTuTena k Rh-aHTureHy) 720 576
15RH Rh (C, E, c, e), Kell — peHotunuposanue (Rh C, E, c, e, Kell

phenotyping) 890 712
93 Npynna kposu (Blood group, ABO) 375 300
94 Pesyc-npuHaanexHocTs (Rh-factor, Rh) 375 300
VMMmyHorno6ynuHel (o6Lme)

45 VimmyHornoBynuHbl knacca A (IgA) 390 312




46 MimmyHorno6ynuHel knacca M (IgM) 390 312
47 NmmyHorno6ynuHel knacca G (IgG) 390 312
67 IgE 06umit (MMmyHorno6ynuH E obumin, IgE total) 610 488
WHTEP®EPOHOBLIN CTATYC

CbIBOPO- TOYHbIN UHTEPEEPOH; CMOHTaHHbIA UHTEPMEPOH;

uHTepepoH-anbda; MHTepdepoH-ramma) 2,480 1984
MHTepdepoHoBLIN cTaTyc (4 nokasaTens) ¢ onpegeneHnem

UYBCTBUTENLHOCTH K MIMMYHOMOAYASTOPaM

1055 Manasut 500 400
1056 "enoH 500 400
1057 UmmyHan 500 400
1058 MmmyHodbaH 500 400
1059 MIMmmyHOMaKc 500 400
1060 Nukonua 500 400
1061 MonN1OKCUOOHMIA 500 400
1062 TakTeuH 500 400
1063 TumoreH 500 400
1064 N30nprHO3MH 500 400
1066 MmyHopuKec 500 400
1148 Manasup 500 400
WHTepepoHoBLIN cTaTyc (4 nokasaTens) ¢ onpegeneHnem

UYBCTBUTEMNLHOCTM K MHAYKTOPaM MHTepdepoHa

1050 AMUKCUH 500 400
1051 Karouen 500 400
1052 Heosup 500 400
1054 LinknodepoH 500 400
MHTepdepoHoBLIN cTaTyc (4 nokasaTens) ¢ onpeaeneHnem

UYBCTBUTENLHOCTM K MpenapaTam UHTepdepoHa

1044 NHrapoH 500 400
1045 NHTpOH 500 400
1047 PeacbepoH 500 400
1048 PeanbampoH 500 400
1049 PocbepoH 500 400
Kanoupos

254 AntuTena knacca IgG k Candida albicans (anti-Candida IgG) 740 592
6617 Mnecexb Candida albicans, IgG 590 472

KneweBown aHuedanut




267 AHTuTena knacca IgG k BupycCy KneweBoro saHuedanuta 690 552
268 AnTuTena knacca IgM k BupycCy KneLesoro sHuedanuta 690 552
KokntoLwu

245 AntuTtena knacca IgG k Bordetella pertussis (anti-Bordetella

pertussis IgG) 850 680
246 AnTuTena knacca IgM k Bordetella pertussis (anti-Bordetella

pertussis IgM) 850 680
247 AnTuTena knacca IgA k Bordetella pertussis (anti-Bordetella

pertussis IgA) 850 680
CUHAPOM (CKPUHUHTOBOE NEPBUYHOE BbIsSIBNEHWE) " (AaHHbIV BUA ycryr

[OCTYMEH B MeauLMHCKMX odmcax, pea

o6wwmn (31) ; Xonectepun MBI (32); XonectepwuH JINHM (33);

'mioko3a (16) 1,470 1176
KoMmnnekcHble MMMYHOMOrM4Yeckne uccnefoBaHust

1235 LUnpkynvpytoLme nMMyHHble komnnekcebl obwme (LK,

Circulating Immune Complex) 1,110 888
1310 ParoumTapHas akTMBHOCTb nevikounToB (Phagocytic activity of

leucocytes) 860 688
1311 AKTUBMPOBaHHbIE NMdOLUUTLl (CD3+HLA-DR+, CD3-HLA DR+) 1,580 1264
1312 Cnoco6HocTb numdounToB Kk akTuBaumm (Lymphocyte activation

ability) 3,260 2608
191 MmmyHornornyeckoe o6crneaoBaHne CKpUHUHIOBOE 7,300 5840
192 MmmyHonoruyeckoe obcrneioBaHe paciuMpeHHoe 11,900 9520
4192 deHoTUNNPOBaHME NMMAOLMTOB (OCHOBHbIE Cybnonynsauum) -

CD3, CD4, CD8, CD19, CD16,56 3,310 2648
4193 CD4+ T-numdouuTsl, % 1 abcontoTHoe konnyecTso (T-xennepbl,

CD4+ T-cells, Percent and Absolute) 1,330 1064
4194 B-numdouutsl, % 1 abcontotHoe konnyectso (CD19+

numdboumThl, B-cells, Percent and Absolute) 1,330 1064
KOMMOHEHTbI KoMMnemMeHTa

1315C3 C3 KomnoHeHT cuctembl komnnemeHta (Complement

Component C3) 460 368
1316C4 C4 KomnoHeHT cucTembl komnnemeHTa (Complement

Component C4) 460 368
1534 Cnctema KOMMNEMeHTa: oueHka PyHKUMOHANbHON akTUBHOCTH

(CH50) (Functionality Test of Complement (CH50)) 1,290 1032
KMacCM4ecKoro, anbTepHaTUBHOIO W NIEKTUHOBOTO NyTEN akTMBaLmn

meToaom N®A (Functionality Test 3,150 2520
193 KomnoHeHTbI cuctembl komnnemeHta C3, C4 (Complement

components C3, C4) 920 736
836 MHrmbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 1,890 1512
KoHcynbTauus rotosbix npenapatos

5000 KoHcynbTaums roToBbiX LUTONOrMYECKMX npenapaTos (1 cTekno) 370 296
Kopb

2500 AnTuTena knacca IgG k Bupycy kopu (anti-Measles IgG) 880 704
251 AnTuTena knacca IgM k Bupycy kopu (anti-Measles IgM) 820 656
KOCTHbI/ METABON3M

146 OcTeokanbuuH (Osteocalcin) 970 776
203 B-Cross laps (C-koHUeBble TeronenTuabl konnareHa | Tuna,

NPOAYKT AerpafaLumn KonnareHa B pesynbTate KOCTHON pe3opbLum) 1,250 1000




204 Mapkép dopmMupoBaHus koctHoro maTtpukca P1NP (N-

TepMUHanbHbLI NponenTua npokonnarexa 1 Tvna, Total PINP) 1,750 1400
KpacHyxa

1142 mmyHOBNOT aHTuTENa knacca IgG k aHTUreHam Bupyca

kpacHyxu (anti-Rubella IgG ummyHo6m10T) 3,990 3192
338CB Bupyc kpacHyxu, onpeaenenne PHK (Rubella virus, RNA)* 730 584
3AVRUB OnpepaeneHvie uhaekca aBuaHOCTM aHTuTen knacca 1gG k

BUpYCY KpacHyxu (ABmaHocTb anti-Rubella IgG) 890 712
84 AnTuTena knacca IgG k Bupycy kpacHyxm (anti-Rubella IgG) 570 456
85 AHTuTena knacca IgM k Bupycy kpacHyxu (anti-Rubella IgM) 730 584
JIEKAPCTBEHHbI MOHUTOPUHI

1271 Nesetnpauetam (Levetiracetam, Keppra®) 3,360 2688
1353 Takponumyc (FK506, Agsarpad, Mporpad, MpoTonuk, Takpocen) 1,490 1192
1377TER TepudnyHomua, necdnyHomug (metabonut) (Teriflunomide,

Leflunomide metabolite) 3,140 2512
274 UuknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 1,290 1032
88 deHobap6uTan (MomuHan, Phenobarbitalum) 2,850 2280
89 dennTomH (JudbeHuH, QunaHTuH, Phenytoin) 2,530 2024
90 Banbnpoesas kucnota (Acidum valproicum) 1,490 1192
91 KapbamasenuH (PuHnencuH, Terpeton, Carbamazepine)

(Amiodarone (Cordarex)) 2,630 2104
917 NaMOTpUaXIUH, NEKaPCTBEHHbIN MOHUTOPUHT (Lamotrigine) 3,360 2688
Nnuae!

1071 NunonpoTenH (a) (Lipoprotein (a), Lp(a)) 880 704
1512BILE »KenuHble kucnoTsl (Bile Acids) 2,340 1872
1644 XonecTepuH NMNonpoTenaoB HU3KOW MIIOTHOCTU, MPAMON MeToA

(XonecTepun NMHI, npsamoit metoa, LDL-cholesterol direct) 350 280
218 Ppakuma xonectepuHa OHIM (JINMHOHTMM, XonecTtepuH

NUNONPOTENHOB OYeHb HM3KOM NnoTHocTy, VLDL Cholesterol) 350 280
219 AnonunonpoTenH A1 (Apolipoprotein A-1) 600 480
220 AnonunonpoTeunH B (Apolipoprotein B) 600 480
30 Tpurnuuepuas (Triglycerides) 295 236
31 XonecTepuH obwuit (XonectepuH, Cholesterol total) 290 232
32 XonectepuH-NTBI (XonectepnH NMNONPOTENHOB BbICOKOW

nnoTHocty, HDL Cholesterol, a-xonectepuH) 320 256
33 XonectepuH-NTIMHIM (XonecTepuH NMNONpoTEMHOB HU3KOM

nnoTHocTy, JINMHIM, Cholesterol LDL, B-xonectepuH) 295 236
Juctepunos

31140NJ1 Nnuctepwun, onpepenenune OHK (Listeria monocytogenes,

DNA)* 480 384
MukonnasmeHHast nHcpekLms

pneumoniae Antibodies, IgA, Mycoplasma pneumoniae Specific IgA,

Anti-Mycoplasma pneumoniae IgA) 580 464
179 AHtuTena knacca IgM k Mycoplasma hominis (anti-Mycoplasma

hominis IgM) 570 456




Mycoplasma hominis IgM) n AHTuTena knacca IgG k Mycoplasma

hominis (anti-Mycoplasma hominis IgG) 1,140 912
180 AHTtuTena knacca IgG k Mycoplasma hominis (anti-Mycoplasma

hominis IgG) 570 456
181 AHTtuTena knacca IgM k Mycoplasma pneumoniae (anti-

Mycoplasma pneumoniae IgM) 610 488
Mycoplasma pneumoniae IgM) n anTuTena knacca IgG k Mycoplasma

pneumoniae (anti-Mycoplasma pn 1,240 992
182 AnTtuTena knacca IgG k Mycoplasma pneumoniae (anti-

Mycoplasma pneumoniae IgG) 630 504
260 AHTuTena knacca IgA k Mycoplasma hominis (anti-Mycoplasma

hominis IgA) 730 584
34711 Mukonna3sma, onpegenexne AHK (Mycoplasma pneumoniae,

DNA)* 530 424
MUKpO3aieMeHThI B BOIOcax

M310 BOMbLLOI CKPUHUHT 3MEMEHTHOro CocTaBa BOroc 6,540 5232
M38 ToKcMuHblE MUKPO3MEeMeHThI B BONocax 1,860 1488
M39 ToKCcHyYHbIe 1 3CCEHLManbHbIE MUKPO3MEeMeHThI B BOMocax 3,670 2936
*CToumocTb ogHoro MO ¢ Nnpo6onoAroToBKON/KaXaoro criedyrLLero

M3 13 cnmcka uim npy So6aBNEeHUN K CTaHAAPTHOMY Mp

1113 Ko6anbT (Cobalt, blood; Co) 990 792
1114 Meap (Copper, blood; Cu) 990 792
1115 Mapraneu, (Manganese, blood; Mn) 990 792
1116 Hukenb (Nickel, blood; Ni) 990 792
1117 Cenen (Selenium, blood; Se) 990 792
1119 UuHk (Zinc, blood; Zn) 990 792
1141 P1yTb (Mercury, blood; Hg) 990 792
1478 Xpom (kpoBb) 990 792
1487AL AntomMuHuii (nnasma) 990 792
878 CauHew (Lead, blood; Pb) 990 792
*CtoumocTb ogHoro M3 ¢ Nnpo6onoAroToBKOW/KaXaoro cneayowero

M3 13 cnmcka unm npy fo6aBneHnn K CTaHaapTHOMY NPOdUsIio A

1111 3onoto (Gold, serum; Au) 990 792
1112 Kagmwit (Cadmium, blood; Cd) 990 792
1118 Tannuii (Thallium, serum; TI) 990 792
1491 Nop, B cuiBopoTke (lodine, serum) 990 792
814 Nutun 1,000 800
863 KobansT (Cobalt, serum; Co) 990 792
868 LinHk (Zinc, serum; Zn) 990 792
869 CeneH (Selenium, serum; Se) 990 792
873 Monu6aeH (Molybdenum, serum; Mo) 990 792
874 Kagmuin (Cadmium, serum; Cd) 990 792




883 Meiwbsk (Arsenic, serum, As) 990 792
888 Meab (Copper, serum; Cu) 990 792
892 MapraHel, (Manganese, serum; Mn) 990 792
893 Hukenb (Nickel, serum; Ni) 990 792
MUKpO3IEMEHTLI B MOYE

M34 3cceHumanbHble ((KM3HEHHO HEOOXOAMMbIE) U TOKCUYHBIE

MUKPOSMEMEHTbI B MoYe 3,070 2456
MUKpO3IEMEHTbI B HOITAX

M311 ToKCMYHbIE MUKPOSMEMEHThI B HOTTAX 1,860 1488
M312 ToKCUuYHbIE 1 3CCEHLManbHbIE MUKPO3NEMEHTbI B HOMTSX 3,670 2936
M313 BOMbLLOI CKPUHUHT 3MIEMEHTHOrO COCTaBa HorTeit 6,540 5232
MUKpO3IEMEHTbI B CHIBOPOTKE W LIESbHOM KPOBU

M31 OcHoBHble acceHUmarnbHble ((KU3HEHHO HEOOX0aMMbIE)

MUKPOSMEMEHTbI B CHIBOPOTKE 1,370 1096
M32 ToKkcuyHbIE MUKPO3NEMEHTBI (TSXKENblE MeTanmbl) B LenbHON

KpOBY 1,370 1096
M33 MuKpOaneMeHTbI B CbIBOPOTKE 1 LIEMbHOM KPOBM: CKPUHWHE 3,510 2808
MOHUTOPUHI GEPEMEHHOCTH, BUOXMMUYECKUE MAPKEPbI COCTOSIHUS

nnoga

134 Cso6oaHbIn scTpuon (E3, Estriol free) 640 512
161 PAPP-A (AccoummnpoBaHHbIi ¢ 6epeMeHHOCTbI0 NPOTENH-A

nnaamsbl, Pregnancy-associated Plasma Protein-A, MATMM-A) 895 716
189 CeoboaHas b-cybbeauHmua XoproHUYECKoro roHagoTponMHa

yernoseka (cBo6oAHbI b-XI'Y, free b-HCG) 720 576
207 MnaueHTapHbIit naktoreH (Human placental lactogen, HPL) 920 736
66 XoproHMYeCcKkunii roHagoTponuH Yenoseka (XY, 6eta-XI'Y, 6-Xry,

Human Chorionic gonadotropin, HCG) 550 440
PRS1 MpeHaTanbHbli CKpUHWHE Tprcomuii: 1 Tpumectp (PRISCA-1) 1,725 1380
PRS2 MpeHaTanbHbIi CKPUHUHE Tpucomuii: 2 TpumecTtp (PRISCA-2) 1,810 1448
Hapylenns o6mMeHa BelecTs

1151 OcTeonopos: cokpalléHHas naHenb

(reHbl CALCR, COL1A1) 3,890 3112
115IM/B3 OcTeonopos: cokpalLéHHas naHenb

(reHbl CALCR, COL1A1) (6e3 3aknioueHusi Bpaya-reHeTika) 3,450 2760
anabety | Tuna no Tpem nokycam reHoB cuctembl HLA |l knacca

(DRB1, DQA1, DQB1) 5,990 4792
120 O6MmeH honunesoit KUCNOTbI

(reHbl MTHFR, MTRR, MTR) 5,020 4016
1531 OcTeonopos: nonHas naHenb

(renbl CALCR, COL1A1, VDR) 5,130 4104
153IM/B3 OcTeonopoa: nofnHasi naHenb

(reHbl CALCR, COL1A1, VDR) (6e3 3aknioueHns Bpaya-reHeTuka) 4,500 3600
7003UGI Cunapom Xunbbepa, red UGT1A1 4,410 3528
7014A-VDRI Octeonopoas: peuenTtop ButamuHa D

(reH VDR) 1,350 1080
7014B3 OcTteonopo3: peuenTtop BuTamuHa D

(reH VDR) (6e3 3aknioueHus Bpada-reHeTka) 1,200 960
7015I'T HacneacTBeHHas npeapacrnonoXeHHOCTb K Lienakum no

nokycam reHoB cuctembl HLA Il knacca (DQA1, DQB1) 5,990 4792




7691LCI NakTasHas HeAoCTaTOYHOCTb B3pOCHbIX (reH LCT) 1,270 1016
7779HFE| HacneacTseHHbI remoxpomaTtos, | tun (reH HFE) 2,520 2016
HeopraHu4eckue BellecTsa

155 Obwas xenes3ocsBs3biBaoLLaa CNnocobHOCTb

165 KanbLmit MoHN3MpoBaHHIii (Ca++, Calcium ionized) 465 372
37 Kanbuwuii 06uumii (Ca, Calcium total) 290 232
39 Kanuit (K+, Potassium), Hatpuin (Na+, Sodium), Xnop (Cl-, Chloride) 400 320
40 Marnuit (Mg, Magnesium) 350 280
41 doccop HeopraHudeckuii (P, Phosphorus) 295 236
48 Xeneso cbiBopoTkm (Fe, Iron) 295 236
cbiBopoTkM kposu (JDKCC, HXXCC, Unsaturated Iron Binding Capacity,

UIBC) 340 272
HecTtepongHble perynsitopHble hakTopbl MOMOBbIX Xenes

1144 AHTu-Mionnepos ropmoH (AMIT, AMH, anti-Mullerian hormone,

MIS, Mullerian Inhibiting Substance) 1,290 1032
1145 NHrmbmH B (inhibin B) 1,290 1032
Specific beta 1-Glycoprotein, PSBG1, PSG-1, Specific Glycoprotein,

SP) 540 432
HuskomonekynsapHble a3oTUCTbIE BellecTsa

1525 LiuctatuH C (Cystatin C) 660 528
uuctatuH C (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI

Cystatin C Equation) 700 560
22 KpeatunuH (Creatinine) 285 228
26 MouesuHa (Urea) 285 228
27 Mouesas kucnota (Uric acid) 290 232
— kpeaTuHuH (eGFR, Estimated Glomerular Filtration Rate, CKD-EPI

creatinine equation) 300 240
O6pa3 XW3HW U reHeTnYeckue gakTopbl

(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,

GSTT1, GSTM1, GSTP1, NAT2, ITGB3, ITGA2, GP1BA, FGB, 37,900 30320
(reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1,

GSTM1, GSTP1, NAT2, UGT1A1, AR, CFTR; AZF—pervoH) 39,900 31920
(reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1,

GSTM1, GSTP1, NAT2, BRCA1, BRCA2, UGT1A1) 34,900 27920
1101 MNoaroToBka k onepauun

(reHsl MTHFR, MTRR, MTR, F2, F5) 6,990 5592
(reHbl MTHFR, MTRR, MTR, F2, F5) (6e3 3akntoyeHnst Bpaya-

reHeTmka) 5,990 4792
13411 Puck pa3sutus paka npy KypeHumn

(reHbl GSTT1, GSTM1, GSTP1, NAT2) 10,990 8792
(reHbl GSTT1, GSTM1, GSTP1, NAT2) (6e3 3akntoyeHusi Bpaya-

reHeTmka) 9,800 7840
135 HeobxoanmocTb 3almuTbl KOXu npu 3arape (reHsl GSTT1,

GSTM1, GSTP1, NAT2) 10,990 8792
135IT1/B3 HeobxoamMmocTb 3almThl KOXW Npu 3arape (reHsl GSTT1,

GSTM1, GSTP1, NAT2) (6e3 3akrioHeHns Bpada-reHeTnka) 9,800 7840
1361 MpréMm xapeHbIX N KONYEHbIX MPOAYKTOB U PUCK Pa3BUTUSI paka

(reHbl GSTT1, GSTM1, GSTP1, NAT2) 10,990 8792




paka

(reHbl GSTT1, GSTM1, GSTP1, NAT2) (6e3 3akntoueHns Bpaya- 9,800 7840
Harpyskou

(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, 19,990 15992
Harpyskou

(reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, 17,990 14392
OBLEKNNHNYECKUE MCCNEOOBAHUNA KPOBU

nenkounToB, nevkouutorpamma, Differential White Blood Cell Count) ¢

MUKPOCKONMEN Maska KpoBu Npu 320 256
139 CO3 (CkopocTb OcenaHus Sputpountos, ESR) 230 184
150 PeTukynouunTsl (Reticulocytes) 350 280
COJ (c MUKpocKonMen Maska KpOBW NPY HaNMM4MM NaToNOrM4eCcKmX

COBUroB) 720 576
1555 KnuHuueckuii aHanus kpoem: obLwmin aHanms, nevikogpopmyna

CO3 ¢ 0653aTenbHON «PYYHOI» MUKPOCKOMMEN Ma3ka KpoBM 1,035 828
5 O6wwuit aHanu3 kposu (6e3 nenkounTapHou opmynsl n COJ)

(Complete Blood Count, CBC) 315 252
nemnkoumnToB, nevkouutorpamma, Differential White Blood Cell Count) c

0693aTenbHON «PY4HON» MUKPOC 490 392
meTony ®oHno) (Platelets, Microscopy (Manual Platelet Count (PLT

Count): Indirect Method by 250 200
Okpacka no NanaHukonay

nokanusauumn, KpoMe LLekn MaTku (okpawimBaHue no ManaHukonay,

Pap-tect) 1,300 1040
Okpacka no MNanaHukonay - Pap-tect

517 Uutonoruyeckoe nccnegosaHve bromareprana LWENKM MaTku

(okpawumBaHme no ManaHukonay, Pap-TecT) 1,340 1072
Okpacka no PomaHoBckomy-I'mumae

500 LUutonoruyeckoe nccnegosaHve matepuvana, nomy4eHHoro npu

XVUPYPrUYECKMX BMELIaTenbCTBax 1 ApYrmx CPOUHbIX CCreaoBaHNAaX 870 696
502 NccnepgoBaHune cockoboB 1 0TNEYaTKOB C MOBEPXHOCTM KOXM U

CIU3UCTBIX 760 608
503 NccnepoBaHue cockobOB 1 OTNEYATKOB OMyXOnen u

onyxonenoao6HbIx 3a6onesaHuin 870 696
504CBP VccnenosaHns cMbIBOB C BpOHXOB 870 696
5043H[ ViccneaosaHmne 3HAOCKONMYECKOro Matepuana 870 696
505 NccnepoBaHue cockobOB LLEVKN MaTKM U LiepBUKanbHOro kaHana 920 736
3NUTENUS LWeWKN MaTK1 C ONMCaHMeM No TEPMUHONOMMYECKON

cucteme Betecaa (The Bethesda System - 900 720
506ACI UccnepgoBaHre acnupaTa U3 NONoCTN MaTku (Ma3ku) 870 696
506BMC VccnenoBaHue oTneyaTka ¢ BHyTPUMATOYHOM cnivpanu

(BMC) 870 696
507MXE WccnepoBaHue BbigeneHnii M3 MOSOYHOIA xenesbl 870 696
507MOM UccneposaHne Moun 870 696
507T3C VccnepoBaHue TpaHcCy4aToB, 9KCCyAaToB, CEKPETOB 870 696
508 WccnenosaHne MOKpOTbI 870 696
509KOX MccnenosaHue nMyHKTaTOB KOXM 870 696
509MXKE WccrneposaHue NyHKTaToB MOMOYHOIA Kenesbl 870 696
510 WccnepoBaHue NyHKTATOB APYrMX OPraHoB U TKaHEeW 870 696




C onucaHueMm no TepMuHorornyeckoi knaccudmvkaummn betecaa (The

Bethesda System for Reporting 870 696
512 Lutonoruyeckoe nccnegosaHve cockoba (Maska) co CrnmsmcTomn

060M04KM NOMOCTM Hoca (0AHa Nokanuaauus) 870 696
514 ViccnepoBaHue a3HOOCKONMYECKOro Matepuana Ha Hanuune

Helicobacter pylori 870 696
OHKOIEMATONOIr'MYECKUE MCCNEOOBAHUA

MuenonponudgepaTuBHbix 3abonesannit (XMIM3): kayecTBeHHast

OLieHKa HanuuMa comaTtuyeckoi mytauum 617F re 1,790 1432
Tuna TtpaHckpunta BCR/ABL rena - MNMUP, kayects. (Analysis of

chimeric gene BCR-ABL - t(9;2 1,790 1432
konuuectBeHHas RQ MLUP (MLP B peanbHOM BpemeHu, Konumy.)

(Analysis of the BCR/ABL relative expressi 4,290 3432
777735 AHanu3 nepectpoek reHa FGFR1 (FISH, konny.) (Analysis of

gene rearrangements FGFR1 (FISH, quantitative)) 9,400 7520
777736 AHanu3 nepectpoek reHa PDGFRB(FISH, konwuy.) (Analysis of

gene rearrangements PDGFRp (FISH, quantitative)) 9,400 7520
777737 AHanu3 xumepHoro reHa FIP1L1/PDGFRa(FISH, konny.)

(Analysis of chimeric gene FIP1L1/PDGFRa (FISH, quantitative)) 9,400 7520
777738 AHanuns myTtaumii B 12 ak3oHe JAK2 rena (MLP, kay.) (Analysis

of JAK2 Exon 12 mutations (PCR qualitative)) 4,290 3432
777739 AHanu3 mytaumm n geneumn B reHe MPL (MNUP, kay.) (Analysis

of MPL gene mutations, deletions, (PCR qualitative)) 4,290 3432
ka4.) (Analysis of CALR gene mutations, deletions, insertions, PCR,

qualitative) 4,290 3432
(meToa npsimoro cekBeHnpoBaHus no CaHrepy) (BCR-ABL1 Mutation

Analysis using direct Sanger se 8,490 6792
777742PML Ananua xumepHoro reHa PML/RARa -t(15;17) (MLUP, kay.)

(Analysis of chimeric gene PML/RARa -t(15;17) (PCR, qualitative)) 1,790 1432
MUP, kau.) (Analysis of chimeric gene RUNX1/RUNX1T1 -t(8;21)

(PCR, qualitative)) 1,790 1432
(MUP, kay) (Analysis of chimeric gene CBFB/MYH1- inv(16),t(16;16)

(PCR, qualitative)) 1,790 1432
777745MLL AHanu3 xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kay.)

(Analysis of chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative)) 1,790 1432
T77746E2A Ananus xumepHoro reHa E2A/PBX1 - 1(1;19) (MLUP, kay.)

(Analysis of chimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative)) 1,790 1432
777754TP53 Ananus geneuun TP53 rena (FISH, konuy.) (Analysis of

TP53 gene deletion (FISH, quantitative)) 9,400 7520
777757TQQ Ananus TpaHcnokauum t(11;14)(q13;932) (FISH, konuy.)

(Analysis of translocation t(11;14)(q13;q32) (FISH,quantitative)) 9,400 7520
13) (FISH, konunu.) (Analysis of chromosome 13 monosomy, deletion —

(del(13), -13) (FISH 9,400 7520
konwuy.) (Analysis of translocation t(14;16) (IGH/MAFB)

(FISH,quantitative)) 9,400 7520
777761ATM Ananus nepectpoek ATM rena (FISH, konuu.) (Analysis

of ATM gene rearrangements (FISH, quantitative)) 9,400 7520
777762Q12 AHanus Tpucomumn 12 xpomocomsl (+12) (FISH, konny.)

(Analysis of chromosome 12 trisomy (FISH, quantitative)) 9,400 7520
777763TQQ Ananua TpaHcnokauum t(11;18)(921;921) (FISH, konny.)

(Analysis of translocation t(11;18)(q21;g21) (FISH, quantitative)) 9,400 7520
konwuy.) (Analysis of BCL- 6 gene rearrangements (der(3)(q27) (FISH,

quantitative)) 9,400 7520
1(2;8)(p11;924), t(8 ;22)(q24;911)) (FISH, konwny.) (Analysis of MYC

gene rearrangements ((8; 9,400 7520
777766 TQQ AHanus TpaHcnokauum t(2;5)(p23;q35) (FISH, konuy.)

(Analysis of translocation t(2;5)(p23;q35) (FISH, quantitative)) 9,400 7520
1(14;18)(932;921),1(2;18)(p11;921),t(18;22)(q21;q11) (FISH, konuy.)

(Analysis of BCL2 gene rearrangements t(14; 9,400 7520
777769KQ KapvoTtun oHkoremaTonoruyeckuii (Karyotype, Hematologic

Disorders, Peripheral Blood) 6,890 5512
OHkonornyeckue 3abonesaHus

1121 OHkonoruyeckne 3abonesaHns y Myx4uH (reHsl MTHFR,

MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2, AR) 17,000 13600




MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCAZ2,

CHEK2, NBS1) 24,000 19200
128 OHkonornyeckune 3abonesaHns, CBA3aHHbIE C TOKCUHAMK

okpyxatoLen cpeabl (reHbl GSTT1, GSTM1, GSTP1, NAT2) 9,800 7840
MY>XUMH (paK rpyaHON, NoaKenyaovHON, NpeacTaTenbHoM Xenes, pak

aunuek), 2 rena: BRCA1, BRCA2 3,990 3192
MY>KYUH (pak rpyaHoON, NomxenyaodHON, npeacTaTenbHOM Xenes, pak

aunuek), 2 rena: BRCA1, BRCA2 3,690 2952
7004MRI CemelHbI MegynnsapHbI pak LUMTOBUAHON Xenesbl (3K30Hb!

10,11,13, 14, 15 reHa RET) 17,900 14320
7005B2 CnHAPOM MHOXECTBEHHOW 3HAOKPUHHOW Heonnasum 2B tuna

(reH RET npn MOH2B) 4,490 3592
7006A2 CHOPOM MHOXECTBEHHOW 3HAOKPUHHOW Heonnasum 2A tuna

(ak30HbI 10, 11 rena RET npu M3H 2A) 8,650 6920
MuenonponudepaTnBHbix 3abonesanuit (XMIM3): konnyecTBeHHoe

onpeaeneHne COOTHOLLIEHNS HOPMANbHOMO U MyTaHTHO 5,130 4104
OHkomapkepbl

103 NCA obwwii (MpocTaTtuyeckmin cneunduyeckuii aHTUreH ooLLmn,

Prostate-specific antigen total, PSA total) 610 488
1198 Benok S100 (S100 protein) 2,530 2024
1280 CA- 242 (yrneBogHbIn aHTureH CA- 242, onyxoneBblili Mapkép

CA- 242, Tumor marker CA -242) 890 712
1281 Onyxonesbit Mmapkép HE4 (Human epididymis protein 4, Bernok 4

anuaMaMMMCa Yernoseka) 1,190 952
1296 SCC (aHTUreH NNOCKOKNETOYHON KapLMHOMbI, Squamous cell

carcinoma antigen) 2,210 1768
141 PakoBo-aMBpuoHanbHbIi aHTureH (POA, kapuMHOIMOPUOHanbHBbIN

aHTuren, Carcinoembryonic antigen, CEA) 820 656
142 Ca 15-3 (YrnesogHbilit aHTureH 15-3, CA 15-3) 840 672
143 Ca-125 (YrnesoaHbliit aHTureH 125, CA 125) 820 656
144 Ca 19-9 (YrnesoaHblit aHTureH 19-9, CA 19-9) 840 672
166 Ca 72-4 (YrneBofHblit aHTUreH 72-4, CA 72-4) 1,250 1000
167 Cyfra-21-1 (dparmeHT LiutokepatuHa 19) 1,270 1016
171 KanbumToHuH (Calcitonin) 1,190 952
208 B2-mukpornobynuH (B kposu) (Beta-2 microglobulin, serum) 1,250 1000
209 Helipo-cneundmnyeckas eHonasa (Neuron-specific enolase NSE) 1,690 1352
2113 OueHka 300pOBbA NPOCTaThI 7,990 6392
92 Anbda-ceTonpoTenH (AP, alfa-Fetoprotein) 540 432
946 XpomorpaHuH A (Chromogranin A, CgA) 4,780 3824
Ovarian Malignancy Algorithm, anroputm pacueta pucka

3NUTeNUansLHOro paka AMYHUKOB) (AN Xe 2,080 1664
Ovarian Malignancy Algorithm, anroputm pacyeTa pucka

3NUTENManbHOro paka AMYHUKOB) (AN ke 2,080 1664
OBC69 OHKOpUCK MYXCKOW: NpeAcTaTenbHas xenesa 1,220 976
Onpegenenue cneunduyeckux IgE

1308ISAC Anneprouun ImmunoCAP ISAC, 112 anneprokoMnoHeHTOB

(Allergochip ImmunoCAP ISAC, 112 allergic components) 26,000 20800
607 Anunbiii 6enok (F1, Egg White) 630 504
608 Koposbe monoko (F2, Milk) 630 504




609 Tpecka (F3, Codfish) 630 504
610 MweHunyHas myka (F4, Wheat) 630 504
611 Apaxuc (F13, Peanut) 630 504
612 Coesble 6066l (F14, Soybean) 630 504
613 dynayk (F17, Hazelnut) 630 504
614 Kpabbl (F23, Crab) 630 504
615 KpeseTku (F24, Shrimp) 630 504
616 Tomartbl (F25, Tomato) 630 504
617 Mopkosb (F31, Carrot) 630 504
618 Aununbiii xenTok (F75, Egg Yolk) 630 504
619 Cenbpepeit (F85, Celery) 630 504
632 Mekapckue apoxokn IgE (Baker's Yeast, F45) 630 504
633 LLlokonapa (Chocolate, F105) 630 504
634 Kny6Huka (Strawberry, F44) 630 504
635 JlumoH (Lemon, F208) 630 504
636 MpenndpyT (Grapefruit, F209) 630 504
nepcuk (Food Panel, FP 15: F33 Orange (anenbcuH), F49 Apple

(s6noko), F92 Banana (6aHaH), F9 1,750 1400
(Food Panel FP50: F84 Kiwi Fruit (kusu), F91 Mango (maHro), F92

Banana (6aHan), F210 Pinea 1,750 1400
rosavHa, 6apanuHa (Food Panel, FP 73: F26 Pork (cBuHuHa), F27

Beef (roBaauHa), F83 Chicken Me 1,750 1400
641 MpeuHesasn Myka, IgE (Food - Buckwhear flour IgE, F11) 630 504
642 Kanycra kouaHHas, IgE (Food - Cabbage, IgE, F216) 630 504
643 Twikea, IgE (Food - Pumpkin, IgE, F225) 630 504
644 CsuHuHa, IgE (Food - Pork, IgE, F 26) 630 504
645 lossamHa, IgE (Food - Beef, IgE, F27) 630 504
646 KapTodbens, IgE (Food - Potato, IgE, F 35) 630 504
647 Mpoco, IgE (IgE, Food - Panicum, IgE, F 55) 630 504
648 OBcaHasa Myka, IgE (Food, Oatmeal, IgE, F7) 630 504
649 Beta-naktorno6ynuH, IgE (Food - Beta-lactoglobulin, IgE, F 77) 630 504
650 KasewuH, IgE (Food - Casein, IgE, F 78) 630 504
651 KypuHoe msco, IgE (Food - Chicken, IgE, F 83) 630 504
652 Puc, IgE (Food — Rice, IgE, F9) 630 504
653 AA6noko, IgE (Food, Apple, IgE, F 49) 630 504
654 Kuwm, IgE (Food - Kiwi, IgE, F 84) 630 504




655 MueHble apoxokn IgE (Brewer’s Yeast, F403) 630 504
665 MaHenb pasHble annepreHbl, IgE (Panel Different Allergens, IgE) 4,590 3672
666 MaHenb pecnupaTopHble annepreHsl, IgE (Respiratory Panel, IgE) 4,590 3672
669 MaHenb nuiesble annepreHsl, IgE (Food Allergy Panel, IgE) 4,590 3672
670 MaHens neanatpuyeckas, IgE (Pediatric Panel, IgE) 4,590 3672
673 BapaHuHa, IgE (Food - Lamb, IgE, F 88) 630 504
674 Mepcuk, IgE (IgE, Food - Peach, IgE, F 95) 630 504
675 MaHro, IgE (IgE, Food - Mango, IgE, F 91) 630 504
676 BbanaH, IgE (Food - Banana, IgE, F 92) 630 504
677 AnaHac, IgE (Food - Pineapple, IgE, F 210) 630 504
998 AnenbcuH, IgE (Food - Orange, IgE, F 33) 630 504
OueHKa aHAPOreHHoro cTatyca

149 'nobynuH, cesi3biBatoLLmiA noroBble ropMoHbl (MFCITT, Sex

hormone-binding globulin, SHBG) 570 456
1602 [lermapoanuaHapoCTepoH (HEKOHbIOrMPOBAHHbIN) 1,290 1032
168 OurnapotectoctepoH (DHT, Dihydrotestosterone) 1,490 1192
169 CeoboaHbIii TecTocTepoH (Free Testosterone) 1,250 1000
64 TecTocTepoH (Testosterone) 570 456
OueHKa rMnogmsapHo-HaanoYeYHNKOBOI CUCTEMBI

100 AKTT (AOpeHOKOPTUKOTPOMHBIA FOPMOH, KOPTUKOTPOMUH,

Adrenocorticotropic Hormone, ACTH) 895 716
101 OerngpoanuangpocTtepoH-cynbdaTt (A3A-S04, ABA-C,

Dehydroepiandrosterone sulfate, DHEA-S) 570 456
154 17-OH nporectepoH (17-0O) 740 592
170 AHgpocTteHnamon rnokypoHua (Androstanediol glucuronide , 3-

alpha-diol-G) 1,490 1192
195 AHppocTeHanoH (Androstenedione) 1,370 1096
65 KopTuson (MmapokopTnaoH, Cortisol) 610 488
OueHKa ropMoHanbHo perynauum obMmeHa kanbums u doccopa

102 NMapaTupeounaHbin ropmoH (MapatropmoH, Mapatupun, MTT,

Parathyroid hormone, PTH) 895 716
OLIEHKA CBEPThIBAIOLLEEN CUCTEMBI

TpombonnacTuHOBOe BpeMsi, kedhanmH-kaonnHoBoe Bpemsi, Activated

Partial thromboplastin time, APTT) 290 232
1153 MnaamuHoreH, % akTueHocTu (Plasminogen, % Activity) 610 488
1263 MpoteunH C (Protein C) 1,920 1536
1264 MpoTenH S cBoBoaHbIN (Protein S) 2,210 1768
1409 daktop VIl (aHTUuremoduneHein rmobynuH A) (Antihemophilic

Globulin A, FVIII) 990 792
164 D-[umep 1,430 1144




190 BonuaHouHbIit aHTukoarynsHT (Lupus anticoagulants, LA) 995 796
194 TpombuHosoe Bpems (Thrombin time) 385 308
2 MpoTpom6uH, MHO (npoTpom6unHoBsoe Bpems, PT, Prothrombin, INR) 390 312
3 dubpuHoreH (Fibrinogen) 370 296
4 Aututpom6uH Il (AT 11, Antithrombin 111) 510 408
OueHKa COCTOSHUSA PeHNH-aHTMOTEH3VH-anbA0CTEPOHOBON CUCTEMBI

1302ARR AnbpocTepoH-peHnHoBoe cooTHolleHne (Aldosterone-Renin

Ratio, ARR) 1,780 1424
205 AnbaocTtepoH (Aldosterone) 710 568
206 PeHuH (PeHuH nnasmbl — npsiMoe onpegenexue, Direct Renin) 1,070 856
OueHKa OYHKUUM LLINTOBUAHON Xenesbl

1612 PeBepcuBHbIii T3 (PeBepc T3; peBepCcuBHbLIN TPUNOATUPOHWH;

Reverse T3; rT3) 5,680 4544
196 T-Uptake (TupokcuH cBasbiBatoLwasi CloCOGHOCTb CbIBOPOTKMN UK

nnaambl yenoseka; Thyroid uptake) 740 592
197 TT (Tupeorno6ynun; Thyroglobulin, TG) 790 632
198 AT-MAT (aHTUTena Kk MMKPOCOMarnbHOW pakLum TMPOLUTO,

aHTUMUKpOCcoMarbHbe aHTuTena, Antimicrosomal antibody) 640 512
199 AT k pTTT (aHTuTena k peuentopam TTI, TSH receptor

autoantibodies) 1,490 1192
52 TpuitoaTUPOHUH oBLwmii (T3 obwwmii, Total Triiodthyronine, TT3) 550 440
53 TpuiioaTnpoHnH cBoGoaHbIn (T3 cBoboaHbIN, Free Triiodthyronine,

FT3) 540 432
54 TupokcuH obwwmi (T4 obwuin, TeTpanoaATUPOHNH obwwmia, Total

Thyroxine, TT4) 550 440
55 TupokcuH cBoBoaHbIit (T4 coBoaHbil, Free Thyroxine, FT4) 540 432
56 TupeoTponHbi ropmoH (TTI, TupoTponuH, Thyroid Stimulating

Hormone, TSH) 510 408
57 AHTuTEna k TupeornobynuHy (AT-TI, anti-thyroglobulin

autoantibodies) 630 504
58 AHTUTENa k TupeonaHow nepokcnaase (AT-TMO, MukpocomanbHble

aHTuTena, anti-thyroid peroxidase autoantibodies) 640 512
OueHka dyHKUMI runodusa

174 ComaTtomeamnH-C (MHcynnHonogo6Hein daktop pocta |, UPP-1;

Insulin-like growth factor I, IGF-1) 1,360 1088
99 ComaToTpOnHbI ropmMoH (comatoTponuH, CTI, Growth hormone,

GH) 720 576
OueHKa 3HAOKPUHHOW DYHKLMM NOAXKENYA0YHON Keneabl

11HOMA OueHka MHCYNMHOPE3NCTEHTHOCTU: TMoKo3a (HaToLLak),

MHCYNMH (HaTowak), pacyeT uHaekca HOMA-IR) 1,025 820
148 C-Mentug (C-Peptide) 640 512
172 WHeynuu (Insulin) 710 568
173 MpownHcynux (Proinsulin) 1,270 1016
Mapotut

252 AHTuTena knacca IgG k Bupycy anugemuyeckoro napoTtuta (anti-

Mumps IgG) 780 624
253 AHTuTena knacca IgM k Bupycy anmaemmuyeckoro napotuta (anti-

Mumps IgM) 780 624




MurmeHToI

13 Bunupy6uH obLmii (Bilirubin total) 290 232
14 Bunmpy6uH npsimon (bunupybuH KOHBIOTMPOBAHHBIN, CBA3AHHBIN;

Bilirubin direct) 290 232
BINDR Bunupy6uH Henpsimon

MuweBble annepretb

*O6Lwuit pesynbTaT Mo CMECU annepreHoB

6601 BeTta-nakTornobynuH, IgG 630 504
6602 KaseuH, IgG 630 504
6603 KypuHoe msco, IgG 630 504
6605 Puc, IgG 630 504
6606 Abnoko, IgG 630 504
6607 Tomarsl, IgG 630 504
6608 Kusw, IgG 630 504
6609 INumoH, IgG 630 504
6610 MusHble apoxoku, IgG 630 504
6611 CMech NULLEBbIX annepreHoB*: K1em, MaHro, 6aHaH, aHaHac, IgG 1,750 1400
6612 Cmecb nuLLEBbIX anfnepreHoB*: anenbcuH, 6aHaH, A6noko,

nepcuk, IgG 1,750 1400
6613 Cmech NULLEBbIX annepreHoB*: CBUHUHA, KypyHOe MsCO,

roesiavHa, 6apaHuHa, IgG 1,750 1400
6643 AnuHblii 6enok, IgG 630 504
6644 MpeuHesas Myka, IgG 630 504
6645 Apaxuc, IgG 630 504
6646 Coesble 6066, IgG 630 504
6647 dyHayk, IgG 630 504
6648 Koposbe Mornoko, IgG 630 504
6649 Kanycra kouaHHas, IgG 630 504
6650 Teikea, IgG 630 504
6652 KpeseTku, IgG 630 504
6653 CauHuHa, IgG 630 504
6654 MossianHa, IgG 630 504
6655 Tpecka, IgG 630 504
6656 Mopkosb, IgG 630 504
6657 KapTodbens, IgG 630 504
6658 MweHnyHas myka, IgG 630 504
6659 Kny6Huka, IgG 630 504




6660 Mpoco, IgG 630 504
6661 OscaHas myka, IgG 630 504
6662 AnuHbI xenTok, IgG 630 504
6664 Mekapckue apoxoku, IgG 630 504
6665 LLlokonaa, IgG 630 504
6666 penindpyT, IgG 630 504
6667 AnenbcuH, IgG 630 504
6668 bapaHuHa, IgG 630 504
6669 Mepcuk, IgG 630 504
6670 MaHro, IgG 630 504
6671 BbaHaH, IgG 630 504
6672 AHaHac, IgG 630 504
ALL AuTuTena knacca IgG k naHenu nuLLeBbIX annepreHos 15,490 12392
Monvomunenut

1664 AHTuTena k Bupycy nonvomuenuta 1-ro n 3-ro tTunos (Anti-

Poliovirus serotypes 1, 3, IgG) 1,380 1104
Mpochmnn nccnegosaHuin

BIMNY 1 untonornyeckoe nccnenoBaHne cockoba Lenkn MaTku

LIePBUKaNbHOrO KaHana MeToAoM XWUIKO 1,750 1400
OBC100 Anneprusa Ha nneceHb 2,980 2384
OBC101 Anneprus Ha pacTeHns 7,820 6256
OBC103 NemocTasnorpamma (koaryrnorpamma), CKpUHUHE 1,370 1096
OBC105 Cekc B 6onbLuom ropoge: 12 nHdekumin + KBM

(yporenuTanbHbli cockoB) 4,060 3248
OBC106 Nocnutanusauus 8 XUPYPITMYECKWW cTaumoHap:

paclumpeHHoe obcriefoBaHne 11,080 8864
OBC107 Mepen AveTol: MuHMManbsHoe obcrenoBaHme 2,510 2008
OBC108 Mepea aveTol: AononHuTensHoe obcnefosaHne 8,120 6496
OBC109 MemocTasnorpamma (koaryrnorpamMmma) paclumpeHHast 3,620 2896
MO4M, CyTOYHasi Moya (kanbuui, marHui, pocdop, okcanaThl,

MoueBas KNCNoTa, KpeaTUHUH CYTOYH 2,430 1944
MOuM, pa3oBasi MopLUms Moy (kanbLui, MarHui, chocdop, okcanarsl,

MoueBas KNCnoTa, KpeaTUHUH 2,050 1640
OBC112 BereTapuaHLibl 2,910 2328
OBC113 MuTaHue, UckmioyaloLLee KpacHoe MACO 1,020 816
OBC114 Benkoas aneta 3,112 2489.6
OBC115 CnopTcMeHbl, 6oanbunaepsi 3,220 2576
OBC116 MoaroToska k AeTte Npodunb 5asosbii 3,000 2400
OBC117 MoaroToska k AveTe Npocunb PaclumpeHHbiit 6,130 4904




OBC118 Kpacota 3a0poBoii koxu (Healthy skin beauty) 2,799 2239.2
OBC119 CunbHble BoOnockl, Kpenkue HorTu, 6apxatHas koxa (Strong

hair and nails, velvet skin) 3,799 3039.2
OBC120 NOOAIPA 999 799.2
OBC121 MOArOTOBKA K BEPEMEHHOCTU: BA30BbI 9,990 7992
OBC122 NMOAroTOBKA K BEPEMEHHOCTU: OLIEHKA

BUTAMMHHOIO CTATYCA 3,500 2800
OBC123 NOArOTOBKA K BEPEMEHHOCTW: CKPbITbI OEOUNLINT

XKENE3A 1,490 1192
paclumpeHHoe obcnepoBaHue (Metabolic bone and osteoporosis risk

evaluation: comprehensive 5,099 4079.2
OBC125 PesmaTtonaHbiit apTput (Rheumatoid arthritis) 2,669 2135.2
OBC45 (1601) AHanuabl Ans AeTckoro caaa v wkonbl (1601) 2,640 2112
OBC45 AHanusbl AnNs AETCKOro cafa W LUKOMbI 2,640 2112
OBC46 ExeropHoe npodunaktuyeckoe obcnenosanme (nocne 40 net) 7,390 5912
OBC47 OueHKa MMMYHHOTO 0TBETa K AETCKUM MHAEKLMAM 6,040 4832
OBC48 "Mos 3n0poBas HaHs" 9,990 7992
OBC51 MNpodumnakTuka 3abonesaHuii cepala n cocyaoB U UX

OCIOXHEHUIA 3,980 3184
OBC53 NnnnaHbIi Npodunb: pacLUMpEHHbIN 3,690 2952
OBC54 NnnaHbIN NPOMUb: CKPUHUHT 1,140 912
OBC55 AHTUOCHONMNUAHBIA CUHAPOM, NaBopaTopHble KpUTepUn 4,040 3232
OBC56 O6cnenoBaHne NeYeHn: pacluMpeHHoe 4,870 3896
OBC57 O6cnefoBaHne NeYeHn: CKPUHMHT 1,660 1328
OBC59 CKPUHUHI ayTOMMMYHHOTO NOPaXKeHUs NeveHn 6,860 5488
OBC60 O6cnenoBaHne noyek: pacluMpeHHoe 3,450 2760
OBC61 O6cnenoBaHne noYek: CKPUHNHE 1,540 1232
OBC62 [inarHocTuka Lenvakum: HenepeHocMmocTb Benka 3nakoBbIX

(rmoTeHa) 6,590 5272
OBC63 Bonu B cycTasax: pacluMpeHHoe obcrneaosaHne 9,330 7464
OBC64 Bonu B cycTaBax: CKPUHWHT 2,740 2192
OBC64MOD «Bbonu B cycTtasax: ckpuHuHr (Arthralgia: screening tests)» 4,399 3519.2
OBC65 KoHTponb anabeTa: paciumpeHHblit 4,970 3976
OBC66 KoHTponb anabeTa: CKpUHUHT 890 712
OBC67 [InabeT: ayTOMMMYHHbIE MapK&phbl 3,780 3024
OBC68 [InarHocTuka aHeMuii 4,530 3624
OBC70 OHKOPUCK XEHCKWIA: Leiika MaTKu 2,380 1904
OBC71 [uarHocTvka octeonoposa 3,890 3112
OBC73 Br1oxummns KpoBW: paclumpeHHbIi npodunb 5,920 4736




OBC74 BUOXMMUS KPOBU: MUHUMATHBIN MPOthub 3,880 3104
OBC75 LLntoBnaHas xenesa: paclumpeHHoe obcneaosaqme 2,710 2168
OBC76 LLnToBMaHas Xenesa: CKPUHUHT 1,600 1280
OBC77 MNocnuTanusaums B TepaneBTUHeckuin cTaLnoHap 6,030 4824
OBC78 MNocnuTtanusaums B XMpypritieckuii cTaumoHap 8,230 6584
OBC79 300poB Thl — 300pOBa CTpaHa: exerogHoe npodunakrnyeckoe

o6cnenosaHue (oo 40 net) 6,240 4992
OBCB80 XeHckuii ropMoHarnbHbIA NPodunb: ANCHYHKLNA ANYHUKOB,

HapyLUEHUS MeHCTPYanbHOro LMKna 5,540 4432
OBC81 MNpobnembl HeBbIHALIMBAHWSA: ayTOUMMYHHbIA MPOUIbL 5,660 4528
OBC82 OueHka aHAPOreHHOro craTyca 2,320 1856
OBC83 Xouy cTaTb MamoW: KOMMEeKCHoe obcrneaoBaHue npu

nnaHnpoBaHNn 6epemMeHHOCTH 11,890 9512
OBC84 TORCH-nHbekLmm 4,920 3936
OBC85 BepemeHHOCTb: 1-it TpumecTp (1-13 Hegenu) 12,460 9968
OBC86 BepeMeHHOCTL: 2-it TpumecTp (14-28 Hepenn) 1,240 992
OBC87 BepemeHHOCTb: 3-it TpumecTp (oT 29-30 Heaenb) 6,450 5160
OBC88 MNnaHnpoBaHMe 6GepeMeHHOCTU: AnarHoCTVKa yporeHuTanbHbIX

UHbEKLMIA 3,350 2680
OBC89 3a0poBbiit pebéHok: ans aetei ot 0 Ao 14 net 1,080 864
OBC90 BWY, cudounuc, renatut B, C 2,340 1872
OBC91 Cekc B 60nbLLOM ropoae: 6 MHEKLMI (aHann3 Kposu) 4,930 3944
OBC92 Cekc B 6onbLIom ropoge: 14 nHdekumin + Masok Ha

MUKpodbropy 6,230 4984
OBC93 Cekc B 60nbLLOM ropoae: 8 UHdEKUNA + Ma3okK Ha

MUKpodbropy 3,920 3136
OBC94 Mpobnemsbl Beca (nepBuyHoe obcrnefoBaHue 300pOBbs

naLyUeHTOB C HapyLLEHNAMM Beca) 4,650 3720
OBC95 VIP-06cnenoBanne Ans XXeHLWH 24,720 19776
OBC96 VIP-06cnenosaHune Ans Myx4mH 23,260 18608
OBC97 OP3, OPBU (HacMmopk, Kaluenb, 60Mb B ropne) 8,940 7152
OBC98 Anneprus Ha XMBOTHBIX, Mbifb, NNECEeHb 8,840 7072
OBC99 Anneprus Ha NULLEBbIE MPOAYKTbI 11,980 9584
CMOPT1 Supersport Ba3oBbilit 3,000 2400
CrOPT2 Supersport OnTUManbHbIit 4,600 3680
CrOPT3 Supersport MpoaBUHYTHIi 8,140 6512
Mpoyee

628 Natekc (K82, Latex) 630 504
PeBMaTounaHbIi apTpUT, MOPaXkeHUs CyCTaBoB

1204 AHTUTENa K LMKIMYECKOMY LUTPYNIMHUPOBAHHOMY NenTuay

(AULIN, cyclic citrullinated peptide antibodies, anti-CCP, CCP) 1,370 1096




1332 AHTUTENa K MOAULMAUPOBAHHOMY LIUTPYNNIMHUPOBAHHOMY

BUMEHTUHY (aHTV-MCV), IgG 1,390 1112
1333 PesmaTounaHbiit dhaktop (P®), TypbuanmeTpuyeckuin Metoa 1,070 856
1334 MonekynspHo-reHeTuyeckoe nccrnenosare HLA-B27 1,890 1512
1536 OnuromMepHbI MaTpuKcHbI 6enok xpsawa (Human Cartilage

Oligomeric Protein, COMP) 2,390 1912
44 PesmaTonaHbii chaktop (PP, Rheumatoid factor, RF) 525 420
965 AHTUTena K kepaTuHy, IgG 1,990 1592
PETY/IITOPHBIE ®AKTOPbI 1 GEPMEHTbI KENY/KA

2111 MencuHoreHbl | 1 Il ¢ pac4eToM COOTHOLLIEHNA 1,990 1592
ATNroOpUTM OLEHKN COCTOSIHUS CIIMBUCTON 0BOMOYKM XKenyaka

978 CtumynsunoHHas npoba - FacTpuH-17 (CTUMYNMPOBaHHbIN)* 1,250 1000
MencuHoreH Il, FacTpuH-17 6a3anbHbi (HaTowak), H. pylori IgG),

nporpamMmmHas 06paboTka AaHHbIX 3,790 3032
BesbuvoncuitHas oueHka hnubposa neveHu

1CTC CreatoCkpuH (SteatoScreen) 6,520 5216
26M dubpoMakc (FibroMax) 15,490 12392
30T dubpoTect (FibroTest) 13,490 10792
PEFYNATOPHBLIE ®AKTOPbI N ®PEPMEHTbI XKENYOKA

216 MacTpuH (Gastrin) 870 696
294 MencuHoreH | (Pepsinogen |) 990 792
295 MencuHoreH Il (Pepsinogen 1) 990 792
Perynsuus sputponoasa

222 3putponoaTtuH (Erythropoetin) 1,380 1104
PenpoaykTuBHOe 300poBbe

1071 Myxckoe 6ecnnogue (+kapvoTtun)

(AR, CFTR; AZF—peruoH; kapuoTun) 20,340 16272
108IT1 Xouy cTaTb Mamom: ocnoxHeHust 6epemeHHocTU (reHbl F2, F5,

MTHFR, MTRR, MTR, ACE, AGT, RHD) 17,310 13848
F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 3akntoyeHusi Bpada-

reHeTuka) 14,950 11960
1091 XKeHckoe Gecnnoane n ocrnoxHeHne 6epemeHHoOCTU (reHbl F2,

F5, MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapvoTtun) 24,700 19760
118N OnacHocTb Npu NpUémMe oparnbHbIX KOHTPaLENTUBOB

(reHbl F2, F5) 2,660 2128
118IT1/B3 OnacHocTb Npu NpUEME OparbHbIX KOHTPALENTUBOB (reHbl

F2, F5) (6e3 3aknioueHns Bpaya-reHeTuka) 2,290 1832
120IM/63 O6meH cdonuesoit kucnoTsl (reHsl MTHFR, MTRR, MTR)

(6e3 3aknoyYeHns Bpaya-reHeTuKa) 4,500 3600
suyHnkoB BRCA1, BRCA2, CHEK2, NBN (Hereditary Breast and/or

Ovarian Cancer ) 8,990 7192
1241 HacnencteeHHble criyyan paka MOMOYHON xenesbl n/unm

AUYHNKOB, 2 reHa (reHsl BRCA1, BRCA2) 3,990 3192
SIMYHKKOB, 2 reHa (reHbl BRCA1, BRCA2) (6e3 3akntoueHus Bpava-

reHeTmka) 3,690 2952
1311 CknoHHOCTb k TPOMB03aM npy GepeMeHHOCTU — MUHUMarbHast

naHens (reHsl F2, F5) 2,600 2080




MUHUManbHas naHens (reHbl F2, F5) (6e3 3akntoyeHus Bpada-

reHeTumka) 2,290 1832
13711 BO3HMKHOBEHME N30MMPOBaHHbIX MOPOKOB Pa3BuTUSA y Nnoaa

(reHel MTHFR, MTRR, MTR) 4,990 3992
nnoga

(reHbl MTHFR, MTRR, MTR) (6e3 3aknioueHuns Bpaya-reHeTka) 4,500 3600
1391 MecTo3bl U heToNNaueHTapHas HegocTaTovHocTb (reHbl ACE,

AGT, MTHFR, MTRR, MTR, F2, F5) 10,190 8152
ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3 3aknto4eHusi Bpaya-

reHeTuka) 8,990 7192
CKIMOHHOCTb K TPOM603aM Npyu 6epeMeHHOCTU: pacluMpeHHas naHenb)

(reHel MTHFR, MTRR, MTR, F2, F5) 7,780 6224
CKITOHHOCTb K TpomMB03am npu 6epeMeHHOCTU: pacLluMpeHHas naHernb)

(reHsl MTHFR, MTRR, MTR, F2, F5) (6e 6,790 5432
1411'T1 TpoMBOTMYECKE OCTIOXKHEHUS NPU CTUMYNSALMU OBYNALUMK

(reHbl F2, F5) 2,590 2072
141M/B3 TpombBoTH4ecKMe OCNOXHEHUS MPU CTUMYMSALMK OBYNALMK

(reHbl F2, F5) (6e3 3aknioyeHns Bpaya-reHeTmka) 2,290 1832
14611 MeHeTnyeckue dakTopbl Myxckoro 6ecnnogms (AR, CFTR;

AZF—pervoH) 15,690 12552
7252AZF| HapyleHusi cnepmaTtoreHesa, 6 MapképoB (MMkpoaeneumm

nokyca AZF) (Spermatogenesis disorders (6 AZF)) 4,390 3512
7252Bb3 HapyweHus cnepmatoreHesa, 6 MmapképoB (MuKpoaeneuunm

nokyca AZF) (6e3 onncaHus pesynbTaToB reHeTMKOM) 3,390 2712
76611 HapyweHusa cnepmaToreHesa: nonHas naHenb (AZF-pervoH).

TecT BkntoyaeT (7205 1 7206) 9,890 7912
7661B53 HapyweHus cnepmartoreHesa: nonHas naHens (AZF-pervnon).

TecT BkntouaeT (7205 n 7206) (6e3 3aknioueHns Bpada-reHeTnka) 9,020 7216
7802CY| AgpeHoreHnTanbHblii cuHapom, reH CYP210HB, 9 u.m. 14,350 11480
PecnupaTtopHo-cuMHUMTUAaNbHas BUpYyCcHas MHDeKLNs

248 AnTuTena knacca IgG k pecnupaTtopHOMy CUHLMUTUANbHOMY

BUpYCY Yenoseka (Anti- Respiratory syncytial virus IgG) 780 624
249 AHTuTena knacca IgM k pecnnupaTopHOMY CUHLUTUMANbHOMY

BUpYCY Yenoseka (Anti- Respiratory syncytial virus IgM) 780 624
CanbMoHennbl (6ptoLuHoi Tud, napatud, canbMoHennes)

273 PIMIA ¢ Salmonella typhi (aHTuTENa K BO30yanUTENO GPIOLLHOMO

Tuda metoaom PITA) 610 488
287 PIIA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) 530 424
288 PIIA ¢ Salmonella gr.A (Salmonella gr.A, IHA) 530 424
289 PIMIA ¢ Salmonella gr.B (Salmonella gr.B, IHA) 530 424
290 PIMIA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 530 424
292 PIIA ¢ Salmonella gr.D (Salmonella gr.D, IHA) 530 424
293 AHTuTena k Salmonella gr.E, PINIA (Salmonella gr.E antibodies,

IHA) 530 424
Cuctema AETOKCUKALMU KCEHOBMOTUKOB U KaHLIEPOreHoB

119IM1 MnyTaTnoHTpaHcdepasbl

(reHbl GSTT1, GSTM1, GSTP) 4,990 3992
HACNEACTBEHHbLIE BONIESH/ OBMEHA BELLECTB Y

HOBOPOXAEHHbIX / CKPUHUHTI «MATOYKA»

7040 YacTas myTaums B reHe BD (HeQOCTAaTOMHOCTL GMOTUHMAA3bI) 4,870 3896
7041GCDH Yactas myTtauus B reHe GCDH (rnytapoBas aumaypusi Tun

1) 4,870 3896
7042 MonHblit aHanus reHa GCDH (Fnytaposas aunaypus tvn 1) 39,900 31920
7043 YacTele MyTaunm B reHe CBS (FTomoumcTuHypus) 10,400 8320




7044 Yactble myTtaumm (JleiiumHos, 60Mne3Hb «C 3anaxoM KneHoBOro

cupona moun», reHsl BCKDHA, BCKDHB) 19,900 15920
7046 YacTnuHbIl aHanua reHa MUT (MeTunmManoHoBsas aunaypus) 19,900 15920
7048 Yacras mytaums B reHe HADHA (HepocTtaTouHoCcTh

ANMHHOLIENoYeYHo 3-ruapokcnaumn-KoA-gernaporeHassi) 4,890 3912
7052 Yacrtas mytaums B reHe ACADM (HepoctaToyHOCTb

cpeaHeLenoYeyHoi aernaporeHasbl XMpHbIx kucnoT MCAD) 4,890 3912
7055 MonHbii aHanua reHa OTC (HepgoctaToyHOCTb

OPHUTUHTpaHckap6ammunasbl) 36,210 28968
7056 YacTble MyTauun B reHe FAH (TupoauHemus Tun ) 7,990 6392
7057 MonHblit aHanua reHa FAH (TupoanHemus tun 1) 47,520 38016
7058 YacTuuHbIl aHanua reHa ASS (UMTpynnmHemms) 9,100 7280
7060 OnpepeneHve akTMBHOCTU GUOTMHMAA3LI (HeagocTaTouHOCTh

61OTMHMAA3bI) 4,870 3896
HBO1 CKPUHWHT HOBOPOXAEHHLIX. «MTATOYKA» 5,050 4040
HacrencTeeHHbIe MOHOreHHbIE 3a6051eBaHNS 1 COCTOAHMUS

126I'T1 OcHoBHble HacneacTBeHHble 3aboneBaHus (reHbl CFTR, GJB2,

PAH, SMN) 18,300 14640
7005B2| CMHAPOM MHOXECTBEHHOW 3HAOKPUHHOM Heonnasuu 2B Tuna

(reH RET npu MOH2B) 4,490 3592
7006A2| CvHOPOM MHOXECTBEHHOW 9HOOKPUHHOM Heonnasuu 2A Tuna

(ak30HbI 10, 11 rena RET npu M3H 2A) 8,650 6920
7010UGI Cunapom Kpurnepa-Haispa, ren UGT1 wm. 17,900 14320
7012MEI Mepuoaunueckas 6onesHsb, reH MEFV y.m. 8,990 7192
7107 ApTporpunos aucTanbHebli (cuHapom ®pumeHa-LlengoHa), reH

MYH3 y.m. 8,650 6920
7108 AtenocteoreHes (aucnnasus ae ns LWanens), ren SLC26A2 m. 19,900 15920
MyTaumin B mutoxoHapuansHoi AHK, 12 4. m. (Leber Hereditary Optic

Neuropathy, LHON, Mitochondria 12,350 9880
7112 AxoHaporeHes, reH SLC26A2 wm. 19,900 15920
7121 M'nepkepatos, red KRT9 m. 25,950 20760
7122 M'mnepTpodunyeckan kapamommonaTis, reH CAV3 m. 9,750 7800
7126 'vnodocdaTteMmnyecknin BUTaMUH-D-pe3nCTEHTHbIN paxuT, reH

PHEX m. 69,900 55920
7127 'naykoMa 0BeHUIbHas OTKpbITOyronbHasi (cuHapom Purepa),

reH CYP1B1 m. 14,990 11992
7128 [lecUUMT KapHUTUHA CUCTEMHBIN NEPBUYHBIN, reH SLC22A5 M. 34,900 27920
7129 QnacTtpoduryeckan amcnnasus, reH SLC26A2 m. 19,900 15920
7130 AunsTaumoHHas kapavommonaTusi, reH SGCD m. 29,900 23920
napanuyom gnadparmel. Monck mytauuii B reHe IGHMBP2, m. (Distal

Spinal Muscular Atrophy 1, DSMA1, 49,900 39920
7132 AunctanbHas cnuHanbHas aMmoTpodus, BPOXAEHHas,

HenporpeccupyroLas, red TRPV4 "ropay.” yu. m. 12,350 9880
7133 WxT1o3 BynbrapHbiid, reH FLG u.m. 8,650 6920
7140 KocTHas reTeponnaaus nporpeccupytowyas, reH GNAS wm. 29,900 23920
7141 KpaHnomeTadmsapHas ancnnasus, red ANKH "ropsuy." yu. m. 8,650 6920
7142 KpaHuomeTtadmsapHas avcnnasus, red ANKH m. 39,900 31920




7143 KpaHuocuHocTos, reH TWIST1 wm. 12,910 10328
7144 NunoancTpodus, reH BSCL2 m. 25,950 20760
7145 MeTunrnyTtakoHoBas auuaypus, red OPA3 m. 9,750 7800
7146 MukpodbTanbM U30NMPOBaHHbINA, reH GDF6 m. 12,910 10328
7147 MuoknoHundyeckas amcToHus, reH SGCE m. 39,900 31920
7148 MuoToHus TomceHa/Bekkepa, reH CLCN1 u.m. 8,990 7192
7149 MuocbnbpunnsipHas muonatusi, reH CRYAB M. 12,910 10328
7150 MuodpubpunnspHas mmonatusi, MYOT m. (Myofibrillar Myopathy,

Gene MYOT, Mut.) 29,900 23920
7152 MbllweyHas auctTpoduns BpOXAeHHas, MePO3NH-3aBUCUMas, reH

LAMA2 "ropsay." y4. m. 34,900 27920
7154 MblweyHas anucTpodus NOACHOKOHEYHOCTHas. [onck YacTbix

myTaumin B reHax CAPN3, FKRP, ANO5, SGCA 10,990 8792
7157 MelleyHas AncTpodns NOSCHOKOHEYHOCTHas!, reH SGCA m. 19,900 15920
7159 MbllieyHas AncTpodna NOSCHOKOHEYHOCTHas!, reH SGCB m. 19,900 15920
7163 MeiweyHas auctpodus dmepu-peitdyca, reH FHL1T m. 29,650 23720
7164 HacnencTtBeHHast MOTOPHO-CEHCOpHasi HermponaTtusi (6onesHb

Lapko-Mapu-TyTa) Tvn Il, rex FIG4 m. 79,900 63920
7166 HecbpoTtuueckuin cuHapom, reH NPHS1 m. 54,900 43920
7167 HedpoTtuueckuin cuHapom, reH NPHS2 m. 29,650 23720
7168 OcTeoneTpo3 peLeccuBHbI (MpaMopHasi 6onesHb KocTew), reH

TCIRG1 m. 39,900 31920
7176 MukHoan3ocTos, reH CTSK m. 19,900 15920
7178 Moueunast agucnnasus, reH UPK3A m. 19,900 15920
7179 MoueyHas agucnnasus, aksoHsl 10, 11, 13, 14, 15 reva RET m. 17,900 14320
7180 Mporepus XaTtunHcoHa-Mundopaa, reH LMNA m. 34,900 27920
7181 McesaornnonapaTtnpeos, reH GNAS m. 29,900 23920
7182 MceBnokcaHTOMa anacTudeckasi, reH ABCC6 m. 84,900 67920
7183 MNceBnokcaHToMa anacTuyeckasi, reH ABCC6 4.m. 6,300 5040
7184 Mcebaoncesaorunonapatpeos, reH GNAS wm. 29,900 23920
7185 PeTuHowumaunc, reH RS1 m. 19,900 15920
7186 Cunapom TAR, reH RBM8A m. 19,900 15920
7187 Cungpom AnbcTpoma, reH ALMS1 "ropsad." yu. m. 12,350 9880
7188 Cunpapom Brnoxa-Cynbubeprepa, reH IKBKG u.m. 4,490 3592
7189 Cunapom BoyaHa-KoHpaaw, reH EMG1 wm. 14,850 11880
7190 Cunpapom Ban aep Byaa, rex IRF6 m. 29,900 23920
7192 Cungpom MepmaHcku-Nyanaka, red HPS1 yu.m. 8,650 6920
7194 Cunppom Xy6epa, AHanus uncna konuit reHa NPHP1 13,990 11192




7195 Cunppom Kapnextepa, reH RAB23 M. 25,950 20760
7198 Cungpom Knunnens-®eiins, reH GDF6 m. 12,910 10328
7199 Cunpgpom Koctenno, reH HRAS wm. 6,300 5040
7202 Cunapom KodbdpuHa-Toypu, reH RPSBKA3 wm. 69,900 55920
7203 Cunapom JiogxuHa-dpunca, reH MED12 y.m. 6,790 5432
7204 CuHgpom Makneoaa, reH XK m. 14,850 11880
7208 Cunapom MapdaHa, reH FBN1 "ropsu.” yu. m. 25,950 20760
7209 Cunapom MapdaHa, ren FBN1 6e3 "ropay." yu. m. 159,000 127200
7210 Cunapom MapdaHa, reH FBN1 M. 179,000 143200
7213 CuHApOM HorTeit-HaakoneHHuka, reH LMX1B m. 25,950 20760
7214 Cunppom Onuua-Kasenxwa, reH MED12 y.m. 6,790 5432
7215 Cungpom Ocnepa-Penato-Bebepa, reH ENG m. 29,900 23920
7217 CUHOPOM MOAKONEHHOTo NTepuriyma, reH IRF6 m. 29,900 23920
7218MEI Cunapom PetTa, reH MECP2 m. 17,900 14320
7219 Cunppom CeTpe-YoT3eHa, reH TWIST1 m. 12,910 10328
7220 CuHgpom Cunbsepa, reH BSCL2 m. 25,950 20760
7221 Cungpom CumncoHa-Ionabu-bemens, ren GPC3 m. 29,650 23720
7222 CuHApPOM yanuHeHHoro uHTepsana QT, reH CAV3 m. 9,750 7800
7223 Cunpapom LlisaxmaHa-faiimoHaa, red SBDS m. 17,900 14320
7224 Cungpom LLisaxmaHa-faiimoHaa, reH SBDS1 u.m. 6,300 5040
7225 CvHApOM LUMpOKOro BogonpoBoaHoro npeaasepusi SLC26A4 M.

(Large Vestibular Aqueduct Syndrome, LVAS, Gene SLC26A4, Mut.) 54,900 43920
7226 CkanynonepoHearnbHas mvuonatus, red FHL1 m. 29,650 23720
7228 CnuHanbHas amuotpodmst Tvunsl |, 11, 111, IV, reH SMN1 m. (Tonbko

NPV HANWUYUU OZIHOI KOMWW reHa) 29,650 23720
7229 CnuHanbHas ammotpodus, X-cuenneHHasi, reH UBA1 "ropsiy.”

Yy, M. 6,300 5040
7230 CrnoHOMMOKOCTarbHbI An30CTOo3, reH DLL3 m. 25,950 20760
7232 CnoHaunoanudusapHas aucnnasus (SEDT), reH Col2A1 m. 109,000 87200
7233 TopcuroHHast auctonusi, TOR1A M. (Torsion Dystonia, Gene

TOR1A, Mut.) 17,900 14320
7234 TopcuoHHas AMCTOHNA, reH GCH1 M. 19,900 15920
7235 TopcroHHas AUCTOHNA, reH PRRT2 m. 14,850 11880
7237 TOpCUOHHAas AUCTOHMSA, reH SPR M. 12,350 9880
7238 Tpom6BouunToneHus BpoxaeHHas, red MPL M. 29,650 23720
7240 ®nbpoancnnasusa occucuumpytoLas nporpeccupyroLLas, reH

ACVR1 "ropsy." yu. m. 14,850 11880
7241 dnbpoamcnnasms occuduumpyroLas nporpeccupyoLlas, reH

ACVR1 6e3 "ropsu." yu. M. 25,950 20760




7244 Xonapoaucnnasusa TodeyHas KoHpaan-XioHepmana, reH EBP wm. 14,850 11880
7245 XonapokanbunHos, reH ANKH wm. 39,900 31920
7247 LleHTpoHykneapHas muonaTtus, reH DNM2 wm. 69,900 55920
7248 3nudmaapHas ancnnasms, MHoxecTeeHHasi, reH COMP u.m. 5,990 4792
7249 3nucbmsapHas ancnnasms, MHOXeCTBeHHas, reH SLC26A2 M. 19,900 15920
7250 3pUTPOLMTO3 peLeccuBHbIi, reH VHL M. 12,910 10328
7603SCN4A 'nokannemuyeckuii Nnepuoanyeckuii napanmy, ak30oHbI

12, 18, 19 reHa SCN4A m. 12,350 9880
7604KRT2 VxTnos 6ynnesHbiin, re KRT2 m. 25,950 20760
7605MVK MeBanoHosas aunaypusi, reH MVK m. 34,900 27920
76061TGA7 Mbiwe4vHasi UCTpoust BPOXKAEHHASA, UHTErpUH A7 -

HeraTusHasi, reH ITGA7 m. 49,900 39920
(6onesHb Wapko-Mapu-Tyta) Tvn |, renbl SH3TC2 n FIG4, FGD4 u

GDAP1 y.m. 8,990 7192
(6onesHb LWapko-Mapu-Tyta) Tvn |. Monck YacTbix MyTauun

LbIraHCKOro nponcxoxaeHus, s reHax NDRG1 n SH 4,490 3592
MyTaumin B MutoxoHapuansHoi AHK, 3 u. m. (Leber Hereditary Optic

Neuropathy, LHON, Mitochondria 4,490 3592
7624SLC Axkpoaepmatut sHTeponaTtuyeckuii, SLC39A4 m. 29,650 23720
7627SSH lononpo3asHuedanus, red SHH M. 14,850 11880
7630GJC2 INeikoancTtpodus rnoMmuennHosas, reH GJC2 m. 25,950 20760
7631GJC2 Numdenepma HacneacTseHHas, reH GJC2 m. 25,950 20760
7636SHH Monupaktunus, red SHH m. 8,650 6920
7638TRPS TpuxopuHodanaHrearnsHbIi cuHapoM, reH TRPS1 m. 34,900 27920
7639PRP XopwvonaansHas auctpodus, reH PRPH2 m. 14,990 11992
XpoMocombl y AeBoyek (Duchenne Muscular Dystrophy, X-Lyonization,

Girls) 7,090 5672
7703FLCN Cunapom BépTa-Xora-[bto6a, red FLCN m. 39,900 31920
7705TNFRS AyToMMyHHBbI nuMdonponudepaTUBHbIN CUHAPOM, FreH

TNFRSF6 "ropsay." yu. m. 6,300 5040
7706 TNFRSF AyTOMMMYHHbI nMdonponugepaTuBHbIA CUHOPOM,

reH TNFRSF6 m. 29,650 23720
7709BEST BonesHb Becta, reH BEST1 m. 34,900 27920
7710CAV3 BonesHb nepuogmyeckmnx MbilleyHbIX cna3moB, reH CAV3

M. 9,750 7800
7711ADAMTS leneocusnyeckas aucnnaaus, reH ADAMTSL2 54,900 43920
7714Col2A Oucnnasus Khucta, red Col2A1 m. 109,900 87920
7716BTK UsonupoBaHHbIN AeduLmMT ropMoHa pocTta ¢

runorammarnobynuHemueit, reH BTK 54,900 43920
7717MSX2 KpaHnocmHocTos, reH MSX2 M. 9,750 7800
7718LAMAS3 JlapyHro-OHNXO-KyTaHHbIA CUHAPOM, 3k30H 39 reHa

LAMAS3 m. 12,350 9880
7719FLT4 Nlumdbepema, reH FLT4 m. 79,900 63920
7720LMNA MaHaubynoakpanbHasi agucnnasus ¢ nunogucTpoduen,

3K30HbI 8, 9 reHa LMNA m. 6,300 5040




7722SEPN Mvonatusi ¢ aucnponopumei TUMOB MbILLEYHbIX BONOKOH,

reH SEPN1 m. 34,900 27920
7725C1NHI HacneacTeeHHbIN aHrMoHeBpoTuyeckuin otek, reH C1NH M. 25,950 20760
7727HPGD MepBuyHas runeptpoduyeckas octeoaptponaTus

(naxupepmonepuocTtos), reH HPGD m. 25,950 20760
7728BMPR [MepsuyHas neroyHas runepteHaus, reH BMPR2 m. 49,900 39920
7730GLI3 Monupaktunus, reH GLI3 m. 54,900 43920
7733CIAS1 Cungpom CINCA, red NLRP3 m. (Chronic Infantile

Neurologic Cutaneous Articular, Gene NLRP3, Mut.) 39,900 31920
7734BCS Cunapom BeépHcTtaaa, reH BCS1L m. 14,990 11992
7736RECQL Cunapom BepHepa, reH RECQL2 M. 109,900 87920
7737RAB27 Cunapom Mpucuennu, reH RAB27A m. 17,900 14320
7738FGFR CuHgpom [xekcoHa-Bencca, ak3oH 9 reHa FGFR2 n ak30H

7A reHa FGFR1 m. 8,650 6920
7739ERCC6 Cunapom KokkeliHa, reH ERCC6 M. 69,900 55920
7740PAX3 CuHapom kpaHuodaumansHON ANCMopdun-Tyroyxoctu-

yrbHapHOW AesnaLmn kuctei, reH PAX3 m. 29,650 23720
7742BCS1 CuHapoM Jlesi o6ycnoBneHHbIn aednumutom

MUTOXOHAPUansbHoro komnnekca lll, ren BCS1L m. 14,990 11992
7743ZEB2 Cunapom MoyaT-BunbcoH, red ZEB2 m. 49,900 39920
7744GLI3 Cunapom Mannuctepa-Xonna, reH GLI3 m. 54,900 43920
7745FGFR CuHgpom lNdanddepa, ak3oHbI 7, 9 reHa FGFR2 n ak3oH

7A reHa FGFR1 m. 12,350 9880
7747TCOF1 Cungpom Tpuyepa-KonnmHsa-dpaHyeckeTTy, reH TCOF1

M. 69,900 55920
7748FKRP Cunapom Yokepa-Bap6ypr, reH FKRP m. 12,910 10328
7750CHRNG Cunapom 3ckobapa, reH CHRNG wm. 29,650 23720
7751HOXD Cunnonuaaktunus, reH HOXD13 m. 14,850 11880
7757ERCC6 LiepebpookynodaumockeneTHbln cuHapoM, reH ERCC6

M. 69,900 55920
7758NDP 3kccynaTvBHas BUTpeOXopeopeTnHanbHas AncTpodusi, reH

NDP m. 9,750 7800
7759LPIN Pa6aomuonua (Muorno6unypus), red LPINT m. 69,900 55920
7760FGFR3 CuHgpoM Kpy3oHa ¢ YepHbIM akaHTo30M, 3k30H 10 reHa

FGFR3 wm. 6,300 5040
B «ropsiumx» yqactkax reHa OPA1, «ropsiy.» yd. M. (Optic Atrophy With

Or Without Deafness, 8,650 6920
77671TG MuonaTtus BpoxaeHHas, reH ITGA7 m. 49,900 39920
7768GJB2 CuHAPOM KepaTuTa-uxT1o3a-Tyroyxoctu, red GJB2 m. 8,650 6920
7770GRN Adasna nepsuyHas nporpeccupytoas, red GRN m. 19,900 15920
77711 CrnnnanesHas ammotpoduma Tunsi |, 1, 111, IV, ren SMN1 8,990 7192
7772VAPB BoKkoBO aMnoTpotunieckuii cknepos, red VAPB y.m. 6,990 5592
7775PTEN BonesHb KoyaeHa, re PTEN m. 29,900 23920
7776PTEN BonesHb NepmutT-fyknoc, red PTEN wm. 29,900 23920
7778MVK T'vinep-IgD cunapom, reH MVK M. 34,900 27920




77811 dennnkeToHypus, reH PAH y.m. 14,720 11776
7783KRT1 MmnepkepaTos, reH KRT1 m. 19,900 15920
7784HNF1B MMomepyoLnTo3 noYek rmnonnactuyeckoro Tuna, reH

HNF1B m. 29,900 23920
7785PHOX2B CvHOpPOM BPOXAEHHOW LIeHTpanbHON MMNOBEHTUNALMM,

reH PHOX2B y.m. 4,490 3592
7786RMRP XoHapoaucnnasns metadusapHasa tTun Mak-Ketocuka, reH

RMRP wm. 6,300 5040
7787ATXNS CnuHouepebennsapHas atakcus, reH ATXNS u.m. 4,490 3592
7788ATXN7 CnnHouepebennspHas atakcus, reH ATXN7 y.m. 4,490 3592
7789VAPB CnuHanbHas amnoTtpodus ®GuHkens, red VAPB M. 19,900 15920
77911 Mykosucumaos, red CFTR u.m. 14,720 11776
7792VAPB CnuHanbHas amnoTpodus GuHkens, red VAPB y.m. 6,790 5432
7794CIAS1 Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells

Syndrome, MWS, Gene NLRP3, Mut.) 39,900 31920
7796PTEN Cunapom BaHasH-Painu-Pysans6aka, reH PTEN M. 29,900 23920
NLRP3 m. (Familial Cold Autoinflamatory Syndrome, FCAS, Gene

NLRP3, Mut.) 39,900 31920
7798RET CeMenHbI MegynnsapHbI pak LMTOBUAHOW Xenesbl,

3K30HbI 5, 8 reHa RET m. 8,650 6920
7799TNFR CemeiiHas nepuoamyeckas nuxopaaka, reH TNFRSFIA wm. 19,900 15920
7803ABCA AbuvoTpodus cetuatku, Tn ®paHyeckettu, reH ABCA4

Y.M. 10,990 8792
7804TYR AnbGUHU3M rNasokoxHbliA, reH TYR M. 17,900 14320
7808FRDAI Atakcus ®pugperixa. MNounck yacTbix MyTaumi B reHe FXN,

y. m. (Friedrich Ataxia, Gene FXN, Freq. Mut.) 7,000 5600
7809FGFR3I Axonaponnaaus, reH FGFR3 u.m. 10,990 8792
7810ATP7BI BonesHb BunbcoHa-KoHosanosa, reH ATP7B y.m. 8,990 7192
myTaumin B reHe PANK2, 4. m. (Neurodegeneration With Brain Iron

Accumulation 1, Gene PANK2, Freq. 6,300 5040
7813PRNP BonesHb NepctmaHHa-LLUTpeyccnepa-LlenHkepa, reH

PRNP m. 12,910 10328
7814PRNP BonesHb Kpeiitudenbaa-Akoba, reH PRNP wm. 12,910 10328
7815HDI Xopes 'eHTuHITOHAa. Mouck YacTtbix MyTauui B reHe IT15, 4.

M. (Chorea Huntington, Gene IT15, Freq. Mut.) 4,490 3592
7816NDP BoneaHb Hoppu, red NDP m. 9,750 7800
7817CSTB BonesHb YHpeppuxTa-llyHabopra, reH CSTB u.m. 4,490 3592
7818CSTB BonesHb YHdeppuxTa-Nynabopra, reH CSTB wm. 12,350 9880
7819ABCA4 BonesHb LUTtapraparta, red ABCA4 u.m. 10,990 8792
7820ROR2 Bpaxuaaktunus Tun B1, reH ROR2 M. 12,350 9880
7822B lemounus, reH daktopa IX npu remodpunum B m. 25,950 20760
7823CD 'vunep-IgM cunapom, red CD40LG wm. 17,900 14320
7824TNNT2 M'mnepTpoduyeckasn kapanomuonatusi, reH TNNT2 m. 39,900 31920
7825CYP 'maykoma BpoxaeHHas, reH CYP1B1 m. 14,990 11992




7828DES [lunaTtaumoHHas kapavomuonaTtus, red DES wm. 25,950 20760
7829TGM1 VxTno3s namennsipHblii, reH TGM1 m. 34,900 27920
7834LMNA INunoaunctpodus, red LMNA "ropay.” yu. m. 12,350 9880
7835LMNA Junoamctpodms, reH LMNA wm. 34,900 27920
7836DIA1 MeTremornobuHemns, CYB5R3 4.m. (Methemoglobinemia,

Gene CYB5R3, Freq. Mut.) 4,490 3592
7837ZNF9l MuoToHnyeckas auctpodus, reH ZNF9 u.m. 4,450 3560
7838DMPKI MuoTtonuyeckas anctpodus, reH DMPK y.m. 4,490 3592
7839DES MuocunbpunnsipHas 4eCMUH-3aBUCMas MMoNaTus, reH

DES m. 25,950 20760
7842FKRP MbllweyHas anctpodus BpoxaerHas, Tun 1C, ren FKRP wm. 12,910 10328
7843FKRP MbiweyHas anctpodusi BpoxaeHHas, Tmn 1C, reH FKRP

4.m. 6,990 5592
7844FKRP MbiweyHas anctpodusi NOSCHOKOHeYHOCTHas, reH FKRP

M. 12,910 10328
7846SRY| HapyweHus aetepMmuHaumm nona, reH SRY m. 4,490 3592
7847ALX4 HeszapalleHue poaHNyKkoB, reH ALX4 m. 14,850 11880
7848MSX2 HesapalieHne poaHUukoB, reH MSX2 m. 9,750 7800
7849NPHP1 HecbpoHodTna. AHanua uucna konuii rena NPHP1 m. 13,990 11192
7851MEFVI MNepuoamnyeckas 6onesHs, reH MEFV m. 36,900 29520
7853RP2 lMurMeHTHas AereHepaums cetyaTku, reH RP2 m. 17,900 14320
7857HSN2 CeHcopHasi nonuHenponatusi, WNK1 m. (Hereditary

Sensory and Autonomic Polyneuropathy, Gene WNK1, Mut.) 12,350 9880
7858NGFB CeHcopHasi nonuHenponatusi, NGF m. (Hereditary Sensory

and Autonomic Polyneuropathy, Gene NGF, Mut.) 14,850 11880
7859FGD1 Cunapom Aapckora-CkoTTa, reH FGD1 m. 49,900 39920
7860COMP lMcerpoaxoHaponnasaus, reH COMP y.m. 5,990 4792
7861KCNJ2 CuHapom AHaepceHa, reH KCNJ2 m. 14,990 11992
7862FGFR2 CuHapom Anepa, reH FGFR2 u.m. 8,990 7192
7863PRPS1 Cunapom ApTa, reH PRPS1 m. 25,950 20760
7864TAZ Cunpapom Bapta, res TAZ m. 19,900 15920
7866PAX3 Cunapom BaapaeH6ypra, reH PAX3 wm. 29,650 23720
7867EDNRB Cunapom Baappaen6ypra-Lllaxa, reH EDNRB M. 25,950 20760
7868WAS Cunapom BuckoTta-Ongpuua, reH WAS wm. 25,950 20760
7869GLI3 Cunapom Ipeiira, reH GLI3 m. 54,900 43920
7870 Cunapom ESC, ren NR2E3 wm. 19,900 15920
7872NBS1| Cungpom HunmvereH, NBN y.m. (Nijmegen Breakage

Syndrome, NBS, Gene NBN, Freq. Mut.) 4,490 3592
7874TBX3 Cunapom Mannuctepa, reH TBX3 m. 25,950 20760
7875SEPN1 CuHAPOM pUrMAHOMO NO3BOHOUHMKA, reH SEPNT M. 34,900 27920




7876KTR6B MaxuoHnxua BpoxaeHHas, reH KTR6B m. 19,900 15920
7877DHCR7 Cunapom Cmuta-Nlemnu-Onuua, red DHCR7 wm. 29,900 23920
7878Col2A Cunapom Ctuknepa, Tvn |, ren Col2A1 m. 109,000 87200
7879AR CuHAPOM TECTUKYNSPHON cheMuHu3aLmm, red AR . 36,900 29520
7880TBX5 Cunapom XonTa-Opama, reH TBX5 m. 34,900 27920
7881RPS AHemus [laiimoHaa-BnekdeHa, reH RPS19 m. 17,900 14320
7883GJB6 OkTomepManbHas ruapoTuyeckas aucnnasus, reH GJB6 m. 9,750 7800
7885PRNP daTtanbHas cemeiiHas UHCoMHMs, reH PRNP m. 12,910 10328
7888PAH ®enunkeToHypus, reH PAH M. 39,900 31920
7889CHM Xopownaepemus, reH CHM m. 49,900 39920
7890CYBB XpoHuyeckas rpaHynemaToaHas 6onesHs, reH CYBB M. 39,900 31920
7891BTK X-cuenneHHas arammarnobynuHemus, red BTK m. 54,900 43920
7894FRMD7 X-CLienneHHbIi MOTOPHBI HucTarm, reH FRMD7 wm. 39,900 31920
7895EXT2 OK30CTO3bl MHOXECTBEHHbIE, reH EXT2 M. 49,900 39920
7896EXT1 OK30CTO3bl MHOXECTBEHHbIE, reH EXT1 M. 39,900 31920
7897EDA 3kTogepmarnbHas aHrmapoTuyeckas amcnnasus, reH EDA m. 29,650 23720
7898SCN4A 'MnepkanMeMuyeckuini nepnoanyeckunii napanuy, 3K3oHb!

13 1 24 reHa SCN4A M. 13,590 10872
7899GJB4 Sputpokepatoaepmus, reH GJB4 m. 8,650 6920
nonuuutemusi). Mownck YacTbix MyTaumin B reHe VHL, 4. m. (Autosomal

Recessive Erythrocytosis, Ge 4,490 3592
7901GJB3 Sputpokepatoaepmus, reH GJB3 m. 9,750 7800
7902PMP HacnencTtBeHHas HerponaTtus ¢ NOABEPKEHHOCTbIO

napanuuy oT caasnenns, reH PMP22 wm. 14,990 11992
7903SRY HapyLieHna aetepmuHaumm nona, reH SRY wm. 6,300 5040
7904GARS HacnepnctBeHHasi MOTOPHO-CEHCOpHas HerponaTust

(6onesnsb Lapko-Mapu-Tyta) Tun II, reH GARS M. 54,900 43920
7905FRDA Artakcusa Ppugpeiixa. MNMonck mytauuii B reHe FXN, m.

(Friedrich Ataxia, Gene FXN, Mut.) 17,900 14320
7906FGFR3I M'noxoHaponnasus, red FGFR3 y.m. 10,990 8792
7908DIA1 MeTtremornobuHemus, CYB5R3 m. (Methemoglobinemia,

Gene CYB5R3, Mut.) 29,650 23720
7910ELA2 HeittponeHus, re ELA2 m. 17,900 14320
7911PLODI Cunapom 3nnepca-Aaxno tun VI, red PLOD y.m. 8,990 7192
7913FGFR CuHapom AHTnu-Bukcnepa, ak3oH 9 reHa FGFR2 M. 6,300 5040
7914UNC CemeliHbIi reModbarouutapHbIi TMMGOrMcTMoumnTos, reH

UNC13D m. 54,900 43920
7914UNC1 CemelHbIl remodaroumTapHblin TMMAOrMCcTUOLMTO3, reH

UNC13D u.m. 4,490 3592
7915STXB CeMelHbI remodaroumTapHbii NMMMAOrMCTMOLUTO3, FreH

STXBP2 m. 39,900 31920
7916PRF CemeliHbI remodbaroymtapHblii IMMGOrMcTMOLMTO3, reH

PRF1 m. 17,900 14320




7917STX CemeliHbIli remodharoumTapHblin MMMAOrMCTUOLMTOS, TeH

STX11 m. 12,350 9880
7918PMP22| HacnencTtBeHHasi MOTOPHO-CEHCOPHast HerponaTus

(6onesHb Lapko-Mapu-Tyta) Tun |, reH PMP22 w. 15,170 12136
79213MU [vnsiTaumoHHas kapauommonaTtusl, reH aMmepuHa npu X-

cLienneHHoit hopme M. 12,910 10328
7922LMNA [unataunoHHas kapanommonatus, reH LMNA m. 34,900 27920
7923TAZ QunsTaumoHHas kapamomuonaTus, red TAZ m. 19,900 15920
7924EYA4 unataunoHHas kapanommonatus, reH EYA4 m. 39,900 31920
7925TNN [dunsataumoHHas kapavomuonatus, red TNNT2 m. 39,900 31920
7926FKTN [dunataumoHHas kapavomuonatvs, reH FKTN wm. 39,900 31920
7927BSCL OuctanbHas moTopHas HeviponaTust, Tun V (HMNS,

AMcTanbHas cnuHanbHas ammoTpodus), 3k3oH 3 reHa BSCL2 wm. 25,950 20760
7928GARS [uctanbHas moTopHas Hevponatus, Tun V (HMNS,

aucTanbHas cnuHanbHas ammoTpodus), red GARS m. 54,900 43920
reHe FKTN, m. (Muscular Dystrophy Fukuyama-Type, Gene FKTN,

Mut.) 39,900 31920
7935 MblweyHas auctpodus Amepu-Apericyca, reH amepuHa npu X-

cLenneHHoit opme M. 12,910 10328
7936TRIM Hanuam MULIBRAY, reH TRIM37 m. 8,650 6920
(6onesHb LWapko-Mapu-Tyta) Tvn |, gynnukaums Ha xpoMocome 17 B

obnactu reHa PMP22 m. 4,490 3592
7938EGR HacneacteeHHas MOTOPHO-CEHCOpHasi HevponaTus

(6onesHs LLapko-Mapu-Tyta) Tun |, reH EGR2 wm. 14,850 11880
7939LITAF HacneacrtBeHHass MOTOPHO-CEHCOPHas HelponaTus

(6onesHb Lapko-Mapu-TyTta) Tun |, res LITAF m. 14,850 11880
Wapko-Mapu-Tyta) Tun 1, MPZ m. (Charcot-Marie-Tooth Disease Type

1B, Gene MPZ, Mut.) 14,850 11880
7941GJB1 HacnenctBeHHass MOTOPHO-CEHCOPHAas HevponaTus

(6onesHb Lapko-Mapu-Tyta) Tun |, reH GJB1 m. 8,650 6920
7942PRPS HacnepnctBeHHasi MOTOPHO-CEHCOpHas HerponaTust

(6onesHsb LLapko-Mapu-Tyta) Tun |, reH PRPS1 m. 25,950 20760
7943YARS HacnencrtBeHHas MOTOPHO-CEHCOPHas HelponaTus

(6onesHb Lapko-Mapu-Tyta) Tun |, reH YARS wm. 39,900 31920
7944MFN2| HacnepcteBeHHas MOTOPHO-CEHCOPHAas HerponaTus

(6onesHsb LLapko-Mapu-Tyta) Tun I, reH MFN2 y.m. 4,490 3592
7946MFN2 HacnencrtBeHHast MOTOPHO-CEHCOPHas HelponaTus

(6onesHb LWapko-Mapu-Tyta) Tun I, reH MFN2 m. 49,900 39920
7947HSPB HacnenctBeHHasi MOTOPHO-CEHCOpHas HerponaTust

(6onesHsb Lapko-Mapu-Tyta) Tun I, ren HSPB1 m. 8,650 6920
7948LMNA HacnepctBeHHass MOTOPHO-CEHCOPHAs HeriponaTus

(6onesHb Lapko-Mapu-Tyta) Tun I, redH LMNA wm. 34,900 27920
7949GDAP HacnepnctBeHHasi MOTOPHO-CEHCOpHas HeriponaTust

(6onesnsb Lapko-Mapu-Tyta) Tun |I, reH GDAP M. 19,900 15920
7950NEFL HacnencrtBeHHast MOTOPHO-CEHCOpHasi HermponaTtusi

(6onesHb Wapko-Mapu-Tyta) Tun II, red NEFL m. 19,900 15920
7951DNM HacnefacteBeHHass MOTOPHO-CEHCOPHas HeponaTus

(6onesns Lapko-Mapu-Tyta) Tun |I, red DNM2 m. 69,900 55920
7952PMP HacnencTtBeHHas HeriponaTtusl ¢ NOABEPXKEHHOCTbIO

napanuuy oT caaeneHns. AHanus yncna konuii rena PMP22 14,350 11480
7953DFNBI HenpoceHcopHas HecMHApoMarbHas TyroyxocTb. AHanus

aeneuwm B nokyce reda DFNB1 m. 6,490 5192
7957RABPN OkynodapuvHreansHasi MbillevHas guctpodus, reH

RABPN1 y.m. 4,490 3592
7958TCIRG OcTteoneTpos peLeccuBHblii (MpamopHas 6onesHb

kocTelt), red TCIRG1 u.m. 4,490 3592
GJB2 (Neurosensory nonsyndromal hearing loss, search for frequent

mutations in the GJB2 gen 5,900 4720
GJB2(Neurosensory nonsyndromal hearing loss, complete analysis of

the GJB2 gene) 9,750 7800




7964FGFR2 CuHapom KpysoHa, ak3oHbl 7 1 9 reHa FGFR2 m. 8,650 6920
7965TAZ CuHAPOM HEKOMMaKTHOMO NeBOro Xenyaoyka, reH TAZ m. 19,900 15920
7968KCNJ CuHapom yanuHeHHoro uHtepeana QT, red KCNJ2 m. 14,990 11992
7970SCN4B CuHapoM yanuHeHHoro uHTepsana QT, reH SCN4B m. 17,900 14320
79720UCI MbiweyHas anctpodus OioweHHa/bekkepa. Monck

Jeneuuii n aynnukaumii B reHe AMCTPOUHA 20,380 16304
7973VHL Cunapom Xunnens-JiuHaay, umcno konui reHa VHL M. 14,350 11480
7976ARI CninHanbHo-6ynb6apHas ammoTpocusa Kenreau, reH AR y.m. 4,490 3592
7977ATXI CnnHouepebennspHasa atakeusi, reHel ATXN1, ATXN2,

ATXNS y.m. 8,990 7192
7978PRNP CnoHrnodopMHasi aHUedanonatusi ¢ HeMponcuxnYeckumm

nposieneHnammn, reH PRNP M. 12,910 10328
7979TRAP CnoHaunoanudumsapHas gucnnasus (SEDT), reH

TRAPPC2 wm. 14,850 11880
7980PRPS1 CynepakTuBHoCcTb dhocdopubosunnupodoctat

CUHTeTasbl, reH PRPS1 m. 25,950 20760
(6onesHb OyHkaHa, cuHapom MypTtnnbo), XIAP m. (X-Linked

Lymphoproliferative Syndrome, XLP, Gene XIA 29,650 23720
7982SH2 X-cuenneHHbln numdonponudepaTuBHbIA CUHAPOM

(6onesHb OyHkaHa, cuHapom MypTunbo), red SH2D1A wm. 14,850 11880
7983IL2RG X-cuenneHHbIN TshKenbll KOMOMHUPOBAHHbIN

UMMyHoaeUUMT, reH IL2RG m. 14,850 11880
7984VHL Cunapom Xunnens-Jiunaay, VHL m. 12,910 10328
7985ALOX Jputpoaepmunst BpoxXaeHHasa uxtnosHas (HebynnesHas),

reH ALOXE3 m. 49,900 39920
7986 TGM1 SpuTpoaepmMus BpoxAeHHas UXTMo3Has (HebynnesHas),

reH TGM1 m. 34,900 27920
7987LOX12 SpuTpogepmMust BpoXAeHHas UXTUO3Has (HebynnesHas),

reH LOX12B wm. 34,900 27920
7989MVK T'vnep-IgD cuHapom, res MVK "ropsy.” yu. m. 8,650 6920
7991CRYBA MukpodTanbm ¢ kaTapakTtoil, reH CRYBA4 M. 19,900 15920
(BpoXkaéHHas ceHcopHas HeriponaTusi ¢ aHrgpo3om, HSAN4, CIPA),

reH NTRK1 m. 39,900 31920
7993MWO LieHTpoHykneapHas M1onaTns, MUOTYBYNSpUH M. 49,900 39920
7994IGHMB CnuHanbHasi amuoTpodus ¢ napannyom aguadparmbl, reH

IGHMBP2 m. 49,900 39920
7996AMW CnuHanbHasa amuoTtpodus tunel |, 11, 11, IV, yucno konui

reHa. 14,350 11480
7997SCN HopMokanveMuyeckuin nepuoanyeckunii napanud, ak3oH 13

reHa SCN4A m. 6,300 5040
7998FLCN MHeBMOTOPaKC NePBUYHBINA COHTaHHbINA, reH FLCN m. 39,900 31920
7999LMNA MiweyHas anctpodua Smepu-Ipeidyca, red LMNA m. 34,900 27920
CucTeMa AeTOKCMKaLMM KCeHOBMOTUKOB U KaHLepOoreHoB

7003U-UGI YpuanHandocdaTtriokyponmaasa (reH UGT1A1) 4,390 3512
7259 Lintoxpom CYP2D6: ren CYP2D6 8,990 7192
7261CYI Lutoxpom CYP2C9: ren CYP2C9 2,490 1992
76011 N-auetuntpacdepasa 2 (ren NAT2) 4,990 3992

CucTema CBepTbIBaHWSI KPOBU




114 Tpom60o3bl: paclumpeHHast naHenb

(reHbl F2, F5, MTHFR, MTRR, MTR) 7,780 6224
(renbl F2, F5, MTHFR, MTRR, MTR) (6e3 3akntoyeHunst Bpaya-

reHeTmka) 6,790 5432
1221 M'ineparperaunsa TpombounToB

(reHbl ITGA2, GP1BA) 2,680 2144
122 T1/B63 'mneparperauusi TpoMGoOLMTOB

(reHbl ITGA2, GP1BA) (6e3 3aknioueHns Bpavya-reHeTnka) 2,390 1912
123 Tpom603bl: cokpalLéHHas naHenb

(renHbl F2, F5) 2,660 2128
123IT1/B3 Tpombo3bl: cokpalléHHasi NaHenb

(reHbl F2, F5) (6e3 3aknioveHns Bpada-reHeTmka) 2,330 1864
1251 dubpuHoreH - reH FGB 2,680 2144
125M1/63 dubpuHoreH - reH FGB (6e3 3aknioveHns Bpada-reHeTnka) 2,390 1912
1381 MnepromoumncTenHemusi (redsl MTHFR, MTRR, MTR) 5,020 4016
138IT1/B3 N'mnepromouuctenHemus (reHsl MTHFR, MTRR, MTR) (6e3

3aKNIOYeHNs Bpada-reHeTnka) 4,500 3600
19IM PacwmpeHHoe nccrnefoBaHne reHoB cMcTeMbl remocTtasa: F2,

F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1 13,000 10400
F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1

(6e3 3aKno4eHns) 9,000 7200
72011 TpomBouLuTapHbIl peLientop dubpuHoreHa (reH ITGB3) 1,350 1080
720163 TpombouuTtapHbIi peuentop dumbpuHoreHa (reH ITGB3) (6e3

3aKNIOYeHNs Bpada-reHeTnka) 1,230 984
CucTeMHble 3a6oneBaHNsa CoeaNHUTENBHOM TKaHN

125 AHTUHYKNeapHble aHTuTena, ckpuHuHr, NOA (AAA, aHTusgepHble

aHTuTena, antinuclear antibody, ANA), IgG 760 608
(aH™n-gcOHK, anti-double-stranded (native) DNA antibodies, anti-

dsDNA, IgG) 790 632
aHTUHYKNeapHble aHTUTENa METOA0M HEMNpsIMoii

MMMyHOIIloopecLeHUMn Ha npenapatax HEp-2-kneTok; ANA 1,240 992
TecT ¢ ucnone3oBaHueM cybetpata Crithidia luciliae, 1gG, meTonom

HENPAMOIii UMMYHOMITIOOPECLIEHL, 1,090 872
(aHTuHyKNeapHbIn dakTop (AHD), aHTUTENa K aKCTparupyeMomy

HyKneapHoMy aHTureHy (QHA))" 2,120 1696
(AHTUHYKNeapHbIn hakTop (AHD), aHTUTena Kk Hykneocomam,

aHTUTEna K kapavonunuHy IgG un IgM)" 4,260 3408
peBmMaTuyeckmx 3aboneBaHun  (AHTUMHykNeapHbIn daktop (AH®P),

aHTUTena K Hykneocomam)" 2,220 1776
4069 Mpodunb "MoHuTopuHr aktneHoctn CKB (aHTu-ac-AHK IgG, C3,

C4 KOMMOHEHTLI KOMMNemMeHTa)" 1,630 1304
825 AHTUTena K aKCTparmpyeMomy HykneapHomy aHTureHy (QHA), IgG 990 792
MMMYHOGNOT (pasgenbHoe onucaHue aHTuTen k aHtureHam Scl-70,

CENP A,CENP B, RP 11, RP 155, ¢pubpun 3,590 2872
RNP/Sm, SS-A (60 kfla), SS-A (52 kfa), SS-B, Scl-70, PM-Scl,

PCNA, CENT-B, dsDNA, Histone, Nuc 2,990 2392
956 AHTWUTena K Hykneocomam, IgG 1,090 872
Cudpunuc

1205 NmmyHoGnoT, aHTUTEna knacca IgG k Treponema pallidum (anti-

Treponema pallidum IgG ummyHOBOT) 1,690 1352
1206 mmyHoGnoT, aHTUTENa knacca IgM k Treponema pallidum (anti-

Treponema pallidum IgM nmMmyHO6MOT) 1,690 1352
221 AnTuTena knacca IgM k Treponema pallidum (anti-Treponema

pallidum IgM) 820 656
346CB bnegHas TpenoHema, onpeaenenne OHK (Treponema

pallidum, DNA)* 530 424
69 Cudunmc RPR (Rapid Plasma Reagin — aHTUkapANONUNMHOBbIN

TecT) 385 308




70 AHtuTena knacca IgM+IgG k Treponema pallidum (anti-Treponema

pallidum IgG+IgM) 620 496
Cneumnduyeckme 6enkm

1200A1AT Anbda-1-aHTUTPUNCKH, KoHUeHTpaumsa (A1AT, Alpha-1-

Antitrypsin concentration, A1-Antitrypsin, A1A, AAT) 1,290 1032
1210 Anbda-2-makpornobynuH (alpha-2-macroglobulin, a2-

Macroglobulin, A2M, a2M) 610 488
1566 encuamnH 25 (6noakTueHeI) (Hepcidin 25, bioactive) 8,500 6800
157 TponoHuH-I (Troponin-) 840 672
1595STFR PactBopumble peuentopbl TpaHcdeppuHa (pTPP, Soluble

Transferrin Receptor, sTfR) 1,610 1288
(NT-proBNP, N-terminal pro-brain natriuretic peptide, pro-B-type

natriuretic peptide) 3,260 2608
1643 BbICOKOUYBCTBUTENbHbIM C-peakTnBHbIA 6enok (kapano) 505 404
21 Muorno6ux (Myoglobin) 780 624
42 ACI-O (ACINO, Antnctpentonuani—0O, ASO) 525 420
43 C-peakTusHbIlt 6enok (CPB, CRP) 525 420
50 TpaHcdeppuH (Cuaepodunun, Transferrin) 630 504
51 depputuH (Ferritin) 670 536
832A1A Anbda-1-aHTUTpUncuH, eHoTunmposaHue (Alpha-1-

Antitrypsin Phenotyping) 2,290 1832
838 Yrnesoa-pedvuutHbin TpaHcdeppuH (YOT, Carbohydrate-

Deficient Trancferrin, CDT) 2,850 2280
(YOT) (Carbohydrate-Deficient Transferrin with results on an

electrophoregram (CDT)) 2,990 2392
840 LlepynonnaamuH (Ceruloplasmin) 650 520
841 anTtorno6ux (Haptoglobin) 670 536
Cneumndundeckme 6enku.

948 Jo3nHoMNbHBI KaTUOHHBIM B6enok (Eosinophil Cationic Protein,

ECP) 910 728
CronbHsik

876 AHTuTena Kk CTonGHAYHOMY aHaTokcuHy, IgG (anti-Tetanus Toxoid

IgG) 870 696
CrpenTokokkoBas UHdeKumns

33103IJ1 NMHeBmokokk, onpeaenenve OHK B nna3me kposu

(Streptococcus pneumoniae, DNA) 690 552
348MNJ1 CtpenTokokk, onpeaenexune [HK (Streptococcus spp., DNA)* 730 584
T-NMMdOTPONHBIV BUPYC

Tuna 112 timna (Human T-Lymphotropic Virus Types I/Il) (anti-HTLV

(11 2 Tnos) IgG) 760 608
Tud cbinHow

283 PII'A ¢ cbINHOTUO3HBIM ANArHOCTUKYMOM pukKeTcuin [NpoBaveka

(Rickettsia prowazekii, IHA) 530 424
Tokconnasmos

1AVTOXO OnpepeneHue nHaekca aBMaHOCTM aHTuTen knacca 1gG k

Toxoplasma gondii (ABnaHocTb anti-Toxoplasma gondii IgG) 1,020 816
335CB Tokconnaama, onpeaenexve [HK (Toxoplasma gondii, DNA)* 530 424




80 AHTuTena knacca IgG k Toxoplasma gondii (anti-Toxoplasma

gondii IgG) 570 456
81 AHTtuTena knacca IgM k Toxoplasma gondii (anti-Toxoplasma

gondii IgM) 735 588
TpuxomoHunas

261 AHTuTena knacca IgG k Trichomonas vaginalis (anti-Trichomonas

vaginalis IgG) 730 584
Ty6epkynes

1266 AHTuTena cymmapHble IgM+IgG+IgA k Mycobacterium

tuberculosis (anti-Mycobacterium tuberculosis cymmapHo IgG+IgM+IgA) 1,650 1320
341CB Mukobaktepun Ty6epkynesa, onpegenexnue JHK

(Mycobacterium tuberculosis, DNA)* 530 424
Yrnesoabl

16 'nioko3a (Glucose) 270 216
17 dpykTo3amuH (Fructosamine) 410 328
18 I'MuKk1poBaHHbIi remorno6uH (HbA1C, Glycated Hemoglobin) 660 528
215 Nakrar (Lactate) 750 600
rntoko3oTonepaHTHeln TecT, [TT, OI'TT) Oral Glucose Tolerance Test,

OGTT, Pregnancy 850 680
['TI'C 'MoKO030-TONEpPaHTHbIN TECT C ONpeAeneHneM rmioko3sbl u C-

nenTuaa B BEHO3HOM KPOBM HATOLLAK M MOCHe Harpyski Yepes 2 yaca 1,590 1272
BEHO3HOW KPOBM HaTOLLAK 1 NOCne Harpysku Yepes 2 yaca

(nepopanbHbIit FMOKO30TONEepaHTHBIN TecT, I'TT, 770 616
Ypeannasmo3s

264 AnTuTena knacca IgG k Ureaplasma urealyticum (anti-Ureaplasma

urealyticum IgG) 670 536
265 AHTuTena knacca IgA k Ureaplasma urealyticum (anti-Ureaplasma

urealyticum IgA) 670 536
dapmakoreHeT1ka

eHeTu4eckne hakTopbl YCUNEHUS KIMHUYECKON 3PEKTUBHOCTM NpU

NPUMEHEHNN NEHNLMINEaMUHA Ha POHE NEeYeHNs PeBMaTONAHOMO 4,990 3992
MporHoanpoBaHue HedponpoTeKkTUBHOrO adpdpekTa nHrnbutopos Alrd

npu HeanabeTnyecknx 3abonesaH 2,690 2152
TeHeTMYecKe MapKépbl MOBLILLEHHOTO PUCKa Pa3BNTUS MOBOYHbIX

peakumii Npu NpuéMe MeToTpekcaTta Ha (hoHe NeveHus 4,990 3992
7003A-UGI MeTabonuam npuHotekaHa

(reH UGT1A1) 4,390 3512
TeHeTMYecKNii Mapkép PeaCTEHTHOCTM K aHTUarperaHTHoil Tepanmm

acnMpyHOM U NRaBsukcoM. OnpeaeneHmre Hanuums nonmmopusMa B re 1,350 1080
7259BETA Beta-agpeHobnokaTtopsl. Fen CYP2D6. dapmakoreHeTuka 8,990 7192
Tonasamua, rMbeHknamma n Tonéytamua.

TeHeTUYeCKNin MapKép puUcka PasBUTUS HeXenaTenbHbIX feka 2,490 1992
TeHeTUYeCKNin MapKEp MOBLILLEHHOMO PUCKA Pa3BUTUS NOBOYHBIX

peakLuii B hopMe XenyouHbIX KPOBOTEUYEHMI 2,490 1992
eHeTH4ecKkni Mapkép p1ucka HapylleHuin metabonuama 6nokatopos

peLenTopoB aHrnoTeHauHa ll: nosapTtaHa u pbecapTtaHa no Tuny 2,490 1992
FeHeTuYecKne Mapképbl MOBLILLEHHOTO PUCKA Pa3BUTUS MOBOYHBIX

peakLuii B hopMe ANCNENncuit 1 Xenyao4HbIX KPOBOTeUYEHMi 4,990 3992
TeHeTMYecKe MapKépbl MOBLILLEHHOMO PUCKa Pa3BNUTUSI MONMHEBPUTOB

NP1 Npuéme M30HUA3NAA, CBA3AHHBIX C HApYLUEHWEM ero 4,990 3992
FeHeTuYecKne Mapképbl MOBLILLEHHOMO PUCKa Pas3BUTUS

BOMYaHO4YHOMOAOBHOrO CMHAPOMA U renaToTOKCUYHOCTM NpK Npuéme 4,990 3992
TeHeTuueckne hakTopbl YMEHbLLEHUS UMM YCUIIEHWUS KITMHNYECKO

3HEKTUBHOCTM NPU NPUMEHEHUN CTaTUHOB. Onpeaenerne Hanmuus 2,490 1992

PepMeHThI




11 Anbca-Amunasa (duacrasa, Alfa-Amylase) 370 296
12 Anbda-Amunasa naHkpeaTnyeckas (Pancreatic Alfa-amylase, P-

130hepMEHT ammnasbl) 405 324
15 Mamma-rnytamunTparcnentugasa (T, rmytamuntpaHcnenTuaasa,

GGT, Gamma-glutamyl transferase) 290 232
19 KpeaTuHkmHasa (KpeaTtuHdocdokmHasa, KK, K®K, CK, Creatine

kinaze) 400 320
20 KpeaTtuHkmHasa-MB (KpeatuHdgocdokuHasa-MB, KK-MB, KOK-MB,

Creatine Kinase-MB, CK-MB, KK-2) 500 400
23 Nunasa (Tpuaunnrauueponaumnrmaponasa, Lipase) 445 356
24 NAr (Nakratpernaporenasa, L-nakrat: Afl+Okcnpopeaykrasa,

Lactate dehydrogenase, LDH) 285 228
25 1-bi1 n3ocpepmeHt N4 (NAM-1, anbda-rugpokcmbyTpat

AeruaporeHasa, nsodepMeHT naktataernaporeHassl-1, Alfa-HBDH) 400 320
34 XonuHacTepasa (S-MNMceBgoxonuHacTepasa, xonuHactepasa ll, S-

X3, aunnxonuH-aumnruaponasa, Cholinesterase) 380 304
35 docdhatasa kucnas (KO, Acid phosphatase, ACP) 340 272
36 docchaTasa wenouHas (P, Alkaline phosphatase, ALP) 290 232
8 AnAT (AT, AnaHnHamunHoTpaHcdepasa, anaHMHTpaHcamMmmnHasa,

SGPT, Alanine aminotransferase) 280 224
9 AcAT (ACT, acnaptatammHoTpaHcdepasa, AST, SGOT, Aspartate

aminotransferase) 280 224
XenvkobakTepHasi MHdeKums

133 AnTtuTtena knacca IgG k Helicobacter pylori (anti-Helicobacter

pylori IgG) 610 488
176 AHTuTena knacca IgM k Helicobacter pylori (anti-Helicobacter

pylori IgM) 870 696
177 Helicobacter Pylori IgA (AHTuTena knacca IgA k Helicobacter

pylori) 870 696
258 NmmyHobnoT, aHTuTena knacca IgG k Helicobacter pylori (anti-

Helicobacter pylori IgG ummyHo6noT) 2,490 1992
259 NmmyHo6noT, aHTutena knacca IgA k Helicobacter pylori (anti-

Helicobacter pylori IgA ummyHo6noT) 2,490 1992
XnamuaninHas nHdekums

105 AnTtuTtena knacca IgA k Chlamydia trachomatis (anti-Chlamydia

trachomatis IgA) 690 552
trachomatis IgA) n AHTuTena knacca IgG k Chlamydia trachomatis

(anti-Chlamydia trach 1,380 1104
106 AHTtuTena knacca IgG k Chlamydia trachomatis (anti-Chlamydia

trachomatis IgG) 690 552
MOMP n AnTtutena knacca IgG Pgp3 (MembpaHoaccoLMmnpoBaHHbIN

nnasmmaHbIii 6enok) Chlamydia trac 490 392
1495 Anti-cHSP60-IgG (AHTuTena knacca IgG k 6enky TennoBoro

woka Chlamydia trachomatis) 530 424
183 AHTtuTena knacca IgA k Chlamydophila pneumoniae (anti-

Chlamydophila pneumoniae IgA) 690 552
184 AnTtuTena knacca IgM k Chlamydophila pneumoniae (anti-

Chlamydophila pneumoniae IgM) 620 496
185 AHTtuTena knacca IgG k Chlamydophila pneumoniae (anti-

Chlamydophila pneumoniae IgG) 620 496
188 AHTuTena knacca IgM k Chlamydia trachomatis (anti-Chlamydia

trachomatis IgM) 610 488
34901 Xnamuaus, onpegenenve OHK (Chlamydophila pneumoniae,

DNA)* 730 584
LIMTOrEHETUYECKUE UCCNEOOBAHNA

7312 WccnepgoBaHue kapuoTuna (KonmyecTBeHHbIE N CTPYKTYpHbIE

aHoMasm XpoMOCoM) ¢ 06si3aTeNbHOI BblAadel kapuorpaMmbl 6,990 5592
7811 WccnepoBaHue kapuoTuna (KONUYECTBEHHbIE U CTPYKTYPHbIE

aHomanun xpomocom) (Karyotype) 6,890 5512




LInTOKMHBI

210 WnTepneikud 1 B (IL-1B) 1,860 1488
211 UHTepneitkuH 6 (IL — 6) 1,860 1488
212 WnuTepneikuH 8 (IL — 8) 1,860 1488
213 WnTepneitkun 10 (IL -10) 1,860 1488
214 ®HO (dakTop Hekpoaa onyxonu, Tumor necrosis factor a, TNF a) 1,860 1488
LinTomeranosupycHasi nHcekLms

2AVCMV OnpepgeneHune nHaekca aBMgHOCTU aHTuUTen knacca 1gG k

uuTomeranosmpycy (ABmaHocTb anti-CMV IgG) 1,170 936
310KP Liutomeranosupyc, onpeaenexne OHK, Cytomegalovirus, DNA* 560 448
310CB Uuntomeranosupyc, onpeaenerue AHK, Cytomegalovirus, DNA* 530 424
3156 LinTomeranosupyc, konnyectseHHoe onpeaenexne JHK

(Cytomegalovirus, DNA) B cbIBOPOTKE KPOBM 450 360
82 AHTtuTena knacca IgG k umtomeranosupycy (LUMB, CMV) (anti -

CMV IgG) 570 456
83 AHtuTena knacca IgM k untomeranosupycy (LUMB, CMV) (anti -

CMV IgM) 715 572
LLnvrennel (wWurennes, An3eHTepus)

280 PIIA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 530 424
281 PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA) 530 424
282 PIIA ¢ Shigella sonnei (Shigella sonnei, IHA) 530 424
AnwTenHa-bapp BUpycHas nHdeKUmMs

186 AHTuTEna knacca IgM k kancugHoMy aHTUreHy Bupyca JnwTenHa-

Bapp (anti-EBV IgM VCA (kancuaHoMy aHTureHy)) 650 520
187 AHTuTena knacca IgG Kk HykrneapHoOMy aHTUreHy Bupyca

OnuwTeitHa-bapp (anti-EBV IgG EBNA (HykneapHOMy aHTUreHy)) 650 520
255 AHTuTena knacca IgG k paHHeMy aHTUreHy Bupyca dnwtenHa-

Bapp (anti-EBV IgG EA (paHHeMy aHTUreHy)) 730 584
275 AHTuTena knacca IgG k kancugHoMy aHTUreHy Bupyca JniuTenHa-

Bapp (anti-EBV IgG VCA (kancuaHomy aHTureHy)) 740 592
3511 Bupyc OnwreiiHa-bapp, onpeaenexune OHK B cbiBopoTke KpoBu

(EBV DNA, Serum)* 450 360
351KP Bupyc OnwreriHa-bapp, onpepenenve OHK (Epstein Barr virus,

DNA)* 560 448
351CB Bupyc 3nwreiiHa-bapp, onpegenenve [IHK (Epstein Barr

virus, DNA)* 530 424
OCTporeHbl U NPOrecTuHb!

62 3ctpaauon (E2, Estradiol) 570 456
63 MporectepoH (Progesterone) 570 456




